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Additional Figure 1: Overview of analyses conducted.
Additional Figure 2: Regional plots for significant associations of the extended MHC region with A) BMI adjusted for (B-J) the signals sequentially and additionally (rs34094891, rs2260051, rs369915882, rs2066295, 6:31324372_GA_G (proxied by rs2854001), rs9277988, rs12525532, rs4142412, 6:27366217_TC_T (proxied by rs75847452). Genetic variants (dots) are arranged on the X-axis by their position and on the Y-axis by their association p value (-log10 transformed). The purple diamond is the lead variant and colouring of other variants is assigned by LD r2 with the lead variant. Pale grey indicates that no LD information is available.
Additional Figure 3: Regional plots for significant associations of the extended MHC region with A) WHRadjBMI adjusted for (B-F) the signals sequentially and additionally (rs76376137, rs2523583, rs5020946, rs9264393 (alternative for rs765469261) and rs9266071. Genetic variants (dots) are arranged on the X-axis by their position and on the Y-axis by their association p value (-log10 transformed). The purple diamond is the lead variant and colouring of other variants is assigned by LD r2 with the lead variant. Pale grey indicates that no LD information is available.
Additional Figure 4: Regional plots for significant associations of the extended MHC region with A) SBP adjusted for (B-G) the signals sequentially and additionally (rs1052486, rs2071303, rs2299871, rs204883, rs1033451, rs1050517). Genetic variants (dots) are arranged on the X-axis by their position and on the Y-axis by their association p value (-log10 transformed). The purple diamond is the lead variant and colouring of other variants is assigned by LD r2 with the lead variant. Pale grey indicates that no LD information is available.
Additional Figure 5: Regional plots for significant associations of the extended MHC region with A) DBP adjusted for (B-I) the signals sequentially and additionally (rs198851, rs622871, rs115740542, rs72851179, 6:34753277_GA_G (proxied by rs6940215), rs3734254, rs17613599 (proxied by rs9273539) and 6:31324372_GA_G (proxied by rs2854001). Genetic variants (dots) are arranged on the X-axis by their position and on the Y-axis by their association p value (-log10 transformed). The purple diamond is the lead variant and colouring of other variants is assigned by LD r2 with the lead variant. Pale grey indicates that no LD information is available.
Additional Figure 6: Regional plots for significant associations of the extended MHC region with A) T2D B) adjusted for the primary signal (rs707946) or C) adjusted for the primary and secondary signals (rs707946 and rs3132520). Genetic variants (dots) are arranged on the X-axis by their position and on the Y-axis by their association p value (-log10 transformed). The purple diamond is the lead variant and colouring of other variants is assigned by LD r2 with the lead variant. Pale grey indicates that no LD information is available.
Additional Figure 7: Regional plots for significant associations of the extended MHC region with a) VTE and B) VTE adjusted for the primary VTE signal (rs3095304). Genetic variants (dots) are arranged on the X-axis by their position and on the Y-axis by their association p value (-log10 transformed). The purple diamond is the lead variant and colouring of other variants is assigned by LD r2 with the lead variant. Pale grey indicates that no LD information is available.
Additional Figure 8: Regional plots for significant associations of the extended MHC region with A) Mood B) adjusted for the primary signal (rs12199223) or C) the primary and secondary signals (rs12199223 and rs2281831). Genetic variants (dots) are arranged on the X-axis by their position and on the Y-axis by their association p value (-log10 transformed). The purple diamond is the lead variant and colouring of other variants is assigned by LD r2 with the lead variant. Pale grey indicates that no LD information is available.
Additional Figure 9: Regional plots for significant associations of the extended MHC region with a) anhedonia and B) anhedonia adjusted for the primary signal 6:27731402_ATTTTTTTTTTTTTTTTTTTTTTTTTTTT_A (proxied by rs142766897). Genetic variants (dots) are arranged on the X-axis by their position and on the Y-axis by their association p value (-log10 transformed). The purple diamond is the lead variant and colouring of other variants is assigned by LD r2 with the lead variant. Pale grey indicates that no LD information is available.
Additional Figure 10: Regional plots for significant associations of the extended MHC region with A) neuroticism B) adjusted for the primary signal (rs2269426), or C) adjusted for the primary and secondary signals (rs2269426 and rs7772160). Genetic variants (dots) are arranged on the X-axis by their position and on the Y-axis by their association p value (-log10 transformed). The purple diamond is the lead variant and colouring of other variants is assigned by LD r2 with the lead variant. Pale grey indicates that no LD information is available.
Additional Figure 11: Regional plots for significant associations of the extended MHC region with a) risk-taking and B) risk-taking adjusted for the primary signal (6:28670180_GT_G). Genetic variants (dots) are arranged on the X-axis by their position and on the Y-axis by their association p value (-log10 transformed). The purple diamond is the lead variant and colouring of other variants is assigned by LD r2 with the lead variant. Pale grey indicates that no LD information is available.
Additional Figure 12: Regional plots for significant associations of the extended MHC region with a) smoking and B) smoking adjusted for the primary signal (rs9379828). Genetic variants (dots) are arranged on the X-axis by their position and on the Y-axis by their association p value (-log10 transformed). The purple diamond is the lead variant and colouring of other variants is assigned by LD r2 with the lead variant. Pale grey indicates that no LD information is available.

