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Primer sequence (5’---3’)
	
Gene Ref
	
Tm optimal

	
CchDGK1
	
Forward: 5´-GCAAAAATCCTTCTGAGATG-3´
Reverse: 5´-GGACCTTATTCCTTGTTTTC-3
	
CA03g29430
	 
[bookmark: __DdeLink__1207_1523288141]55 0C

	
CchDGK3
	
Forward: 5´-CTTTGAATCTTCCTAGCTATGG-3´
Reverse: 5´-CATATAGGCTTCTTTCCATTCC-3

	
CA07g00230
	
55 0C

	
CchNPC6
	
Forward: 5´-CCTTTGCTTATGTTTTCTTGAT-3´
Reverse: 5´-ATTGATTCTTGGATTCACTGAC-3´

	
CA00g75250

	
55 0C

	
CchPR1a1
	
Forward: 5´-CCATTTTAGTTGCTTGTTTCCTTAC-3´
Reverse: 5´-ATTTTGTTGTGGAGAATTTTGAGC-3´

	
CA01g31110
	
60 0C

	
CchPR5
	
Forward: 5´-CAAATTCATGTGTTGAAGGACAATTA-3´
Reverse: 5´-CATCCAACTTTCCTTGTACTCTTC-3´

	
[bookmark: _GoBack]CA01g03030
	
60 0C

	
CchEF2a3L
	
Forward: 5´-GATATTCTCATGGCTACAATGCTTAA-3´
Reverse: 5´-GCATAATTTCAACAGCAGCTAAATG-3´

	
CA12g21420
	
56 0C



