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Table S1. Datasets of colorectal cancer used in this study.
	Platform
	Datasets
	Control
	Case

	450K
	Normal background set

	
	GSE88821
	8
	-

	
	GSE113904
	232
	-

	
	GSE79740
	10
	-

	
	GSE77965
	6
	-

	
	GSE77954
	4
	13

	
	GSE131013a
	96
	96

	
	GSE77718a
	96
	96

	
	Independent set

	
	GSE48684b
	24
	64

	
	GSE42752c
	22 
	22

	EPIC
	Normal background set

	
	GSE199057a
	80
	77

	
	GSE166212a,b
	6
	32

	
	Independent set

	
	GSE149282c
	12 
	12


Note: a represented the datasets used to identify reference genes. b represented the datasets used to perform simulation experiment for the estimation of the top n% threshold. c represented the datasets used to evaluate the performance of RankDMG in identifying individualized DMGs.











[bookmark: _GoBack]Table S2. Datasets of glioma used in this study.
	Platform
	Datasets
	Control
	Case

	450K
	Normal background set

	
	GSE72778
	135
	-

	
	GSE134379
	355
	-

	
	GSE44684
	6
	61

	
	GSE123678
	8
	70

	
	GSE75704a
	72
	-

	
	GSE128601a
	50
	-

	
	GSE195684a
	-
	116

	
	Independent set

	
	GSE131706b
	17 
	-

	
	GSE148021c
	37
	-

	
	GSE79122d
	9
	36

	EPIC
	Normal background set

	
	GSE191200
	20
	-

	
	GSE164822
	28
	-

	
	GSE143157
	37
	-

	
	GSE129428
	32
	-

	
	GSE195834
	38
	-

	
	GSE128401
	23
	-

	
	GSE156984a
	117
	-

	
	GSE196490a
	-
	50

	
	GSE188547a
	-
	111

	
	Independent set

	
	GSE168916b
	14
	-

	
	GSE144910c
	44
	-


Note: a represented the datasets used to identify reference genes. b represented the datasets used to perform simulation experiment for the estimation of the top n% threshold. c represented the datasets used to evaluate the performance of RankDMG in identifying individualized DMGs. d represented the datasets used to evaluate the performance of RankDMG in one-phenotype data.

Table S3. Datasets of medulloblastoma used in this study.
	Platform
	Datasets
	Control
	Case

	EPIC
	Normal background set

	
	GSE191200
	20
	-

	
	GSE164822
	28
	-

	
	GSE143157
	37
	-

	
	GSE129428
	32
	-

	
	GSE195834
	38
	-

	
	GSE128401
	23
	-

	
	GSE156984a
	117
	-

	
	GSE156012a
	-
	29 

	
	GSE142627a
	-
	39

	
	Independent set

	
	GSE109402d
	5
	33


Note: a represented the datasets used to identify reference genes. d represented the datasets used to evaluate the performance of RankDMG in one-phenotype data.









