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Figure S1. Purity identification of primary BMDMs.
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Figure S2. Immune regulation of macrophages on the scaffolds. a, b) Flow cytometry assay and quantitative analysis of CD206 in BMDMs. d, e) Relative mRNA expressions of CD206 and Arg-1 in BMDMs. e, f) Representative immunofluorescent staining images and quantitative analysis of CD206 in BMDMs. **P < 0.01 and ***P < 0.001.
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[bookmark: _Hlk120223478]Figure S3. Evaluation of the barrier function of PLAM-MPN scaffolds. SEM image of the scaffolds' surface near the defect at 8 w after surgery. a) PLAM-B surface. b) PLAM-P. c) PLAM-10 surface.

















Table S1 Primer sequences were used for PCR in the present study.
	Gene
	Forward primer (5'~3')
	Reverse primer (5'~3')

	GAPDH
	TGTCTCCTGCGACTTCAACA
	GGTGGTCCAGGGTTTCTTACT

	iNOS
	CCTGCTTTGTGCGAAGTGTC
	CCCAAACACCAAGCTCATGC

	TNF-α
	CGGGCAGGTCTACTTTGGAG
	ACCCTGAGCCATAATCCCCT

	Arg-1
	TGTCCCTAATGACAGCTCCTT
	GCATCCACCCAAATGACACAT

	CD206
	ACCTGGGGACCTGGTTGTAT
	CTCGCGTCCAATAGCTGAAC

	VEGF
	CTTGCAGATGTGACAAGCCG
	GTCGATGGTGATGGTGTGGT

	HIF
	GGCAGCAACGACACAGAAAC
	TTTTCGTTGGGTGAGGGGAG

	SCF
	GACCTTGTGGAGTGCGTGAA
	CTGGGTTCTGGGCTCTTGAAT

	ALP
	GGCGGTGAACGAGAGAATGT
	GGACGTAGTTCTGCTCGTGG

	RUNX2
	GGAGTGGACGAGGCAAGAGT
	AGGCGGTCAGAGAACAAACT

	OPN
	GCCGTGGGAAGGACAGTTAT
	ATCTGGACTGCTTGTGGCTG
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