


table Legends

[image: ]
[bookmark: _Ref81904408][bookmark: _Ref80698587]Table 1 : Characterization of the three strains evaluated in Artificially contaminated study
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[bookmark: _Ref81478183]Table 2 : agar plates used according to the method and serogroups analyzed SMAC : sorbitol MacConkey medium / CT : cefixime and tellurite / TBX :  tryptone bile X-glucuronide medium /  EHEC : chromID enterohemorrhagic E. coli medium
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[bookmark: _Ref81908200]Table 3 : data obtained with the LNR method adapted from TS13136 and the gds method  
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[bookmark: _Ref81919312]Table 4: Number of positive latex tests out of the total number of latex tests performed on positive suspected colonies for both methods 1 : 9 samples inoculated with O111 into Fresh ground meat at level 2 and 1 sample inoculated with O111 into Fresh ground meat at level 3 2 : 1 sample inoculated with O111 into  Fresh ground meat at level 2 and 1 sample inoculated with O111 into  lettuce at level 3 3 : 1 sample inoculated with O111 into  Fresh ground meat at level 2 and 1 sample inoculated with O111 into  lettuce at level 2.  4 : 3 samples inoculated with O145 into frozen minced meat at level 2 and 1 sample inoculated with O111 into Fresh ground meat at level 3  5 : 16 samples inoculated with O157 into spinach at level 2 and 3.
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0 0 5 0/5 0/5

1 0,683 10  6/10  6/10

2 2,73 3  3/3  3/3

1 0,813 10  8/10  8/10

2 3,252 2  2/2  2/2

0 0 5 0/5 0/5

1 0,683 10  6/10  6/10

2 2,73 3  3/3   3/3
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0 0 5 0/5 0/5
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2 0,708 2  2/2  2/2
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Name Serotype origin eae stx1 stx2 references

EDL933 O157:H7 human eae-g1, + + O’Brien et al., 1984

57724 O111:H8

dairy 

product

+ + +

Kerangart et al., 

2016

12803 O145:H28 human + - +

Kerangart et al., 

2016
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