Supplementary Figure 1 Linkage disequilibrium (LD) of all four tagSNPs displayed in the form of r2
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Haplotype analysis

Analysis tool for random samples, by YongYong Shi.

(All those frequency<0.03 will be ignored in analysis.)
Loci chosen for hap-analysis: rs1884444, rs7518660, rs7539625
Chi2

A* 510.01(0.457) 549.72(0.475)
G* 75.35(0.068)

Global result:
Total control=1158.0, total case=1116.0

Case(freq) Control(freq)
GARA 0.00(0.000) 2.46(0.002)
G A G* 202.36(0.181) 193.26(0.167)
G G A* 45.10(0.040) 32.05(0.028)
G G G* 189.54(0.170) 176.23(0.152)
T AA 7.89(0.007) 10.77(0.009)
T A G* 85.75(0.077) 87.51(0.076)
T G
T G

106.00(0.092)

Global chi2 is 8.991036 while df=5 (frequency<O0.

Fisher's p value is 0.109638
Pearson's p value is 0.109432
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