Supplementary Materials
Table S1. The sequence of primers used in this study.
	Primers Name
	Sequence

	GAPDH-F
	TGTTGCCATCAATGACCCCTT

	GAPDH-R
	CTCCACGACGTACTCAGCG

	ARNT-F
	GAATTGGACATGGTACCAGG

	ARNT-R
	AAGCTGATGGCTGGACAATG

	ATG4D-F
	TATGGGCCATCGCTAGTGG

	ATG4D-R
	TCTGAGAGTTGGGGCACATAC

	BIRC5-F
	AGGACCACCGCATCTCTACAT

	BIRC5-R
	AAGTCTGGCTCGTTCTCAGTG

	BNIP3L-F
	CAATGTCGTCCCACCTAGTCG

	BNIP3L-R
	TAGCTCCACCCAGGAACTGTTG

	CDKN1A-F
	GGAAGGGACACACAAGAAGAAG

	CDKN1A-R
	AGCCTCTACTGCCACCATCTTA

	EIF2S1-F
	AGCCCTAAGAGCAGGTTTGA

	EIF2S1-R
	GCCTTCTGTTCTCTCCAGG

	IRGM-F
	GCTTGAAAAAGAGCAGAGCATT

	IRGM-R
	GGGCCCAACTGAAGTGAG

	ITGA3-F
	TCAACCTGGATACCCGATTCC

	ITGA3-R
	GCTCTGTCTGCCGATGGAG

	NCKAP1-F
	AGTGTACCCTTAGTGACCAGTTGCT

	NCKAP1-R
	TCAGGTTCCCCTTTCTTACCAGT

	NRG1-F
	CCCGCCGGCTATTGGTGACTT

	NRG1-R
	ATGACCACCCCGGCTCGTATGT

	TM9SF1-F
	ATGACCTGGCTCGGTACAAC

	TM9SF1-R
	TGTCACCCTGGTCAAAGTCA




Table S2. The shRNA sequence of ARNT.
	Name
	Sequence

	H-sh1-ARNT-F-AgeI
	CCGGGAGAAGTCAGATGGTTTATTTCTCGAGAAATAAACCATCTGACTTCTCTTTTTG

	H-sh1-ARNT-R-EcoRI
	AATTCAAAAAGAGAAGTCAGATGGTTTATTTCTCGAGAAATAAACCATCTGACTTCTC





Figure Legends
Figure S1. Workflow of prognostic autophagic gene signatures.

Figure S2. Autophagy-related genes (n = 38) associated with differences in prognosis of patients with MM (P < 0.02). Hazard ratio (HR) > 1, high risk gene; HR < 1, low risk gene.

Figure S3. Relative mRNA expression of 11 autophagy-related genes by RT-qPCR.

Figure S4. ARNT is closely associated with immunity and ER stress. (A) Scatter plot showing the intensity of ARNT expression in PBMC. All cells color scale - % of max. (B) ARNT expression in various immune cells from PBMC. (C) Heatmap showing the correlation of ARNT with different cell type markers. (D) IHC staining showing the expression of ARNT and ER stress in different cell lines. Data was obtained from The Human Protein ATLAS (https://www.proteinatlas.org/humanproteome/tissue).
