	ID
	Description
	pvalue
	p.adjust
	Count

	GO:0098687
	chromosomal region
	1.80168E-57
	4.77445E-55
	67

	GO:0000775
	chromosome, centromeric region
	3.75578E-54
	4.97641E-52
	53

	GO:0000793
	condensed chromosome
	4.92505E-49
	4.35046E-47
	52

	GO:0000776
	kinetochore
	1.82683E-45
	1.21027E-43
	42

	GO:0000779
	condensed chromosome, centromeric region
	4.73562E-45
	2.50988E-43
	40

	GO:0000777
	condensed chromosome kinetochore
	1.93598E-42
	8.55058E-41
	37

	GO:0005819
	spindle
	5.44647E-41
	2.06188E-39
	54

	GO:0000922
	spindle pole
	7.41008E-24
	2.45459E-22
	29

	GO:0072686
	mitotic spindle
	5.58492E-21
	1.64445E-19
	23

	GO:0000794
	condensed nuclear chromosome
	2.63423E-19
	6.98071E-18
	21

	GO:0030496
	midbody
	1.70496E-18
	4.1074E-17
	25

	GO:0005876
	spindle microtubule
	7.56333E-17
	1.67024E-15
	16

	GO:0000780
	condensed nuclear chromosome, centromeric region
	3.16888E-16
	6.45964E-15
	12

	GO:0005874
	microtubule
	5.3749E-16
	1.01739E-14
	33

	GO:0000940
	condensed chromosome outer kinetochore
	3.08991E-14
	5.45884E-13
	9

	GO:0000778
	condensed nuclear chromosome kinetochore
	7.63168E-14
	1.264E-12
	9

	GO:0051233
	spindle midzone
	6.32697E-13
	9.71065E-12
	11

	GO:0005657
	replication fork
	6.59591E-13
	9.71065E-12
	14

	GO:0005871
	kinesin complex
	1.0079E-11
	1.40575E-10
	12

	GO:0005875
	microtubule associated complex
	3.95432E-11
	5.23948E-10
	17

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	



