	ID
	Description
	pvalue
	p.adjust
	Count

	GO:0140097
	catalytic activity, acting on DNA
	6.3249E-21
	2.27064E-18
	30

	GO:0003678
	DNA helicase activity
	2.40023E-19
	4.30842E-17
	20

	GO:0004386
	helicase activity
	2.6459E-16
	3.16626E-14
	23

	GO:0016887
	ATPase activity
	2.01516E-15
	1.80861E-13
	32

	GO:0008094
	DNA-dependent ATPase activity
	6.32765E-14
	4.54325E-12
	15

	GO:0008017
	microtubule binding
	1.0748E-10
	6.43088E-09
	21

	GO:0017116
	single-stranded DNA-dependent ATP-dependent DNA helicase activity
	2.17369E-10
	9.75442E-09
	8

	GO:0043142
	single-stranded DNA-dependent ATPase activity
	2.17369E-10
	9.75442E-09
	8

	GO:0042623
	ATPase activity, coupled
	2.48773E-10
	9.92328E-09
	22

	GO:0004003
	ATP-dependent DNA helicase activity
	3.46676E-10
	1.03714E-08
	8

	GO:0008026
	ATP-dependent helicase activity
	3.46676E-10
	1.03714E-08
	8

	GO:0070035
	purine NTP-dependent helicase activity
	3.46676E-10
	1.03714E-08
	8

	GO:0015631
	tubulin binding
	1.0933E-09
	3.01919E-08
	23

	GO:0003688
	DNA replication origin binding
	1.20587E-09
	3.09221E-08
	8

	GO:0003777
	microtubule motor activity
	3.62628E-09
	8.67889E-08
	12

	GO:0043138
	3'-5' DNA helicase activity
	9.21644E-09
	2.06794E-07
	7

	GO:0035173
	histone kinase activity
	1.04937E-07
	2.21603E-06
	6

	GO:0003774
	motor activity
	1.11929E-07
	2.23236E-06
	13

	GO:0003697
	single-stranded DNA binding
	8.96997E-07
	1.69485E-05
	11

	GO:0003684
	damaged DNA binding
	4.90846E-06
	8.81068E-05
	8



