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	Description
	pvalue
	p.adjust
	Count

	GO:0000280
	nuclear ivision
	1.40331E-65
	2.70878E-62
	77

	GO:0007059
	chromosome segregation
	2.3402E-65
	2.70878E-62
	71

	GO:0048285
	Organelle fission
	8.97586E-65
	6.92637E-62
	79

	GO:0140014
	mitotic nuclear division
	5.41696E-60
	3.13507E-57
	63

	GO:0098813
	nuclear chromosome segregation
	4.68721E-53
	2.17018E-50
	58

	GO:0006260
	DNA replication
	1.80143E-50
	6.95051E-48
	57

	GO:0000819
	sister chromatid segregation
	7.30793E-50
	2.41684E-47
	50

	GO:0000070
	mitotic sister chromatid segregation
	1.78304E-47
	5.15968E-45
	45

	GO:0006261
	DNA-dependent DNA replication
	4.00658E-41
	1.03058E-38
	41

	GO:0071103
	DNA conformation change
	6.66064E-35
	1.54194E-32
	48

	GO:1901987
	regulation of cell cycle phase transition
	3.0637E-34
	6.44771E-32
	55

	GO:1902850
	microtubule cytoskeleton organization involved in mitosis
	1.18019E-33
	2.27679E-31
	34

	GO:0000075
	cell cycle checkpoint
	3.19243E-33
	5.68497E-31
	40

	GO:1901990
	regulation of mitotic cell cycle phase transition
	8.04745E-33
	1.3307E-30
	52

	GO:0007088
	regulation of mitotic nuclear division
	9.47919E-33
	1.46296E-30
	36

	GO:0051983
	regulation of chromosome segregation
	1.83259E-31
	2.65152E-29
	30

	GO:0007051
	spindle organization
	8.0687E-31
	1.09877E-28
	35

	GO:0051783
	regulation of nuclear division
	1.71407E-30
	2.20448E-28
	36

	GO:0007093
	mitotic cell cycle checkpoint
	5.69255E-30
	6.93592E-28
	34

	GO:0045787
	positive regulation of cell cycle
	3.70915E-28
	4.29334E-26
	45



