	AGI 
number
	Gene symbol
	Control -Fe DEGs
	IMA1 Ox -Fe DEGs
	IMA3 Ox -Fe 
DEGs
	opt3-2 -Fe DEGs

	AT1G56160
	MYB72
	8.36
	7.89
	6.94
	7.54

	AT3G12900
	S8H
	8.32
	8.79
	7.01
	7.68

	AT3G53280
	CYP71B5
	8.25
	8.43
	6.46
	7.25

	AT1G52120
	
	8.19
	7.32
	6.67
	7.55

	AT2G41240
	BHLH100
	7.27
	7.10
	5.87
	7.18

	AT4G31940
	CYP82C4
	7.18
	7.25
	5.86
	6.46

	AT5G45105
	ZIP8
	6.20
	6.23
	4.89
	5.51

	AT1G01580
	FRO2
	5.78
	5.69
	4.80
	5.36

	AT4G19690
	IRT1
	5.72
	5.65
	4.72
	5.22

	AT5G38820
	
	5.50
	5.47
	4.49
	5.06

	AT3G56970
	bHLH38
	5.36
	4.92
	4.02
	5.55

	AT5G02780
	GSTL1
	5.29
	5.39
	4.13
	4.81

	AT1G14182
	SCRL28
	5.03
	5.03
	3.65
	4.79

	AT3G58060
	
	5.03
	5.01
	4.31
	4.57

	AT3G61930
	
	4.84
	4.66
	3.53
	4.10

	AT3G56980
	bHLH39
	4.69
	4.39
	3.33
	4.79

	AT4G17680
	
	4.62
	5.13
	3.77
	4.44

	AT1G53635
	
	4.59
	4.60
	3.56
	4.33

	AT3G07720
	
	4.54
	4.11
	3.37
	3.91

	AT3G12820
	MYB10
	4.19
	4.00
	3.04
	3.62

	AT5G04150
	BHLH101
	4.15
	3.17
	2.84
	4.93

	AT3G46900
	COPT2
	4.00
	3.84
	2.89
	3.38

	AT4G19370
	
	3.94
	3.69
	2.82
	3.34

	AT3G58810
	MTPA2
	3.91
	3.73
	3.14
	3.58

	AT1G14185
	
	3.90
	3.73
	3.00
	3.52

	AT4G30120
	HMA3
	3.87
	3.88
	2.90
	3.46

	AT4G19680
	IRT2
	3.61
	3.41
	2.53
	3.04

	AT3G13610
	
	3.53
	3.23
	2.44
	2.77

	AT1G73120
	F-Box
	3.50
	3.78
	2.43
	2.89

	AT3G50740
	UGT72E1
	3.38
	3.18
	2.64
	3.20

	AT1G34760
	GRF11
	3.36
	3.10
	2.39
	2.76

	AT5G03570
	IREG2
	3.36
	2.94
	2.29
	2.90

	AT5G45070
	PP2-A8
	3.08
	2.77
	2.31
	2.72

	AT5G36890
	BGLU42
	2.99
	2.88
	1.99
	2.40

	AT1G49000
	
	2.77
	3.03
	1.81
	2.37

	AT5G45080
	PP2-A6
	2.75
	2.73
	2.40
	2.77

	AT1G09560
	GLP5
	2.74
	2.71
	1.82
	2.32

	AT5G05250
	IRP6
	2.71
	1.99
	1.67
	3.22

	AT1G23020
	FRO3
	2.67
	2.18
	1.75
	2.74

	AT4G33666
	
	2.55
	2.53
	1.36
	1.76

	AT1G74770
	
	2.52
	2.45
	1.76
	2.23

	AT3G48450
	
	2.39
	2.56
	1.57
	2.00

	AT3G61410
	
	2.33
	2.34
	1.63
	2.02

	AT2G46750
	GulLO2
	2.28
	2.23
	1.55
	1.91

	AT3G53480
	ABCG37
	2.21
	2.00
	1.34
	1.79

	AT4G02330
	ATPMEPCRB
	2.14
	2.40
	1.07
	1.66

	AT5G04950
	NAS1
	2.12
	2.05
	1.53
	1.71

	AT3G53260
	PAL2
	2.08
	1.82
	1.23
	1.49

	AT3G18560
	
	1.93
	2.05
	1.35
	1.74

	AT3G57157
	
	1.91
	1.68
	1.60
	1.87

	AT3G21240
	4CL2
	1.90
	1.55
	1.04
	1.39

	AT1G02500
	SAM1
	1.90
	1.83
	1.08
	1.52

	AT1G14860
	NUDT18
	1.86
	1.90
	1.30
	1.58

	AT1G77280
	
	1.82
	1.90
	1.22
	1.62

	AT5G53450
	ORG1
	1.79
	1.28
	0.96
	2.26

	AT5G62420
	
	1.71
	1.66
	1.71
	1.93

	AT2G28160
	FRU
	1.71
	1.50
	1.14
	1.28

	AT1G80180
	
	1.69
	1.70
	0.92
	1.35

	AT5G47910
	RBOHD
	1.66
	1.39
	0.89
	1.22

	AT3G21070
	NADK1
	1.61
	1.35
	0.96
	1.32

	AT1G05240
	
	1.53
	1.09
	0.88
	1.40

	AT1G18910
	
	1.50
	1.31
	0.79
	1.15

	AT1G51680
	4CL1
	1.46
	1.25
	0.73
	1.06

	AT4G19160
	
	1.44
	1.45
	0.84
	1.24

	AT2G29995
	
	1.44
	1.39
	0.98
	1.15

	AT2G37040
	PAL1
	1.44
	1.09
	0.64
	0.89

	AT2G35930
	PUB23
	1.42
	1.44
	0.86
	1.13

	AT3G60330
	HA7
	1.38
	1.11
	1.05
	1.01

	AT2G05830
	
	1.37
	1.35
	0.82
	1.17

	AT5G19970
	
	1.33
	1.03
	0.88
	1.06

	AT4G14710
	ATARD2
	1.32
	1.24
	0.70
	1.05

	AT1G49820
	MTK
	1.30
	1.16
	0.70
	0.96

	AT1G80440
	
	1.30
	1.22
	1.35
	1.58

	AT4G29220
	PFK1
	1.25
	1.12
	0.71
	0.94

	AT1G53310
	PPC1
	1.19
	1.11
	0.57
	0.89

	AT3G56360
	IRP5
	1.19
	1.02
	0.79
	1.50

	AT4G04745
	
	1.06
	0.87
	0.72
	0.88

	AT3G52880
	MDAR1
	1.03
	0.79
	0.45
	0.71

	AT5G48930
	HCT
	0.99
	0.74
	0.46
	0.76

	AT3G25717
	RTFL16
	0.96
	0.77
	0.78
	0.78

	AT1G22930
	
	0.96
	0.76
	0.48
	0.69

	AT3G54880
	
	0.91
	0.96
	0.51
	0.87

	AT2G01670
	NUDT17
	0.91
	0.92
	0.74
	0.79

	AT1G48300
	DGAT3
	0.90
	0.71
	0.57
	1.07

	AT1G07610
	MT1C
	0.89
	0.60
	0.60
	0.87

	AT2G36880
	MAT3
	0.80
	0.72
	0.33
	0.59

	AT2G16660
	
	0.78
	0.61
	0.49
	0.56

	AT1G08830
	CSD1
	0.76
	0.74
	0.41
	0.71

	AT4G30190
	AHA2
	0.73
	0.58
	0.39
	0.51

	AT2G30490
	C4H
	0.68
	0.59
	0.23
	0.49

	AT4G34050
	CCoAOMT1
	0.66
	0.48
	0.23
	0.45

	AT1G07590
	
	0.64
	0.81
	0.46
	0.78

	AT4G16190
	
	0.53
	0.62
	0.40
	0.52

	AT5G03380
	
	0.49
	0.62
	0.43
	0.50

	AT2G01021
	
	0.20
	-0.66
	3.11
	-0.68

	AT3G41979
	
	0.10
	-2.97
	2.89
	-1.32

	AT4G33720
	
	-1.03
	0.58
	1.12
	1.22

	AT3G41768
	
	-0.29
	-0.72
	3.18
	-0.88

	ATCG01180
	RRN23S.2
	-0.86
	-1.32
	2.98
	-1.63

	AT4G02290
	GH9B13
	-0.29
	-0.58
	-0.36
	-0.69

	AT1G29930
	CAB1
	-0.32
	-0.94
	-0.78
	-2.46

	AT1G67090
	RBCS1A
	-0.40
	-0.81
	-0.79
	-1.77

	AT4G37800
	XTH7
	-0.41
	-0.56
	-0.46
	-0.70

	AT2G38380
	
	-0.54
	-0.55
	-0.40
	-0.77

	AT1G77760
	NIA1
	-0.56
	-0.56
	-0.24
	-0.37

	AT1G15380
	GLYI4
	-0.59
	-0.63
	-0.45
	-0.57

	AT5G24770
	VSP2
	-0.66
	-1.20
	-0.99
	-0.70

	AT2G34420
	LHB1B2
	-0.66
	-0.76
	-0.70
	-1.74

	AT2G37130
	
	-0.67
	-0.52
	-0.34
	-0.57

	AT1G69230
	SP1L2
	-0.67
	-0.57
	-0.76
	-0.93

	AT2G32270
	ZIP3
	-1.00
	-1.20
	-0.78
	-0.78

	AT3G56240
	CCH
	-1.00
	-1.23
	-0.94
	-0.88

	AT5G33355
	
	-1.07
	-1.24
	-1.56
	-1.03

	AT5G15970
	KIN2
	-1.12
	-0.86
	-0.77
	-0.96

	AT1G60960
	IRT3
	-1.15
	-1.29
	-0.95
	-1.22

	AT3G59930
	
	-1.52
	-1.72
	-1.64
	-1.42

	AT5G15960
	KIN1
	-1.52
	-1.24
	-1.10
	-1.67

	AT4G25100
	FSD1
	-1.99
	-1.91
	-1.54
	-3.44

	AT5G14545
	MIR398B
	-2.09
	-1.44
	-1.74
	-1.58

	AT5G59520
	ZIP2
	-2.56
	-2.19
	-1.23
	-2.03

	AT1G52820
	
	-3.29
	-2.87
	-1.26
	-2.55



Supplementary Table 4: Root Fe deficiency-responsive DEGs (P < 0.05 and 0.5 < log2 FC < -0.5) also regulated in Fe-deficient IMA1 Ox, IMA3 Ox and opt3-2. The small cluster of genes that were not correlated in all genotypes is highlighted in bold.

