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[bookmark: _GoBack]Table 1. Mycobiome (Genus of fungi and yeasts) composition in relation to Lactobacillus and cyclophosphamide treatment in five groups of rats. CK: control healthy conditions; IM: immune-attacked (CTX); L: CTX + 3L-low dose; M: CTX + 3L-middle dose; H: CTX + 3L-high dose. Treatment for Lactobacillus: tritherapy (3L) = L. acidophilus SD65 + L. casei SD07 + L. plantarum SD02. The group’s dominant genera are highlighted in bold. ° shows fungal genera specifically increased by 3L M-dose in cyclophosphamide conditions. * indicates increased genera in CK and/or H groups. 
