Supplementary Information
Additional file 1: Fig. S1. Scanning electron microscope of pollen germination pore of Oryza sativa ssp. japonica cv Nipponbare.
Additional file 2: Fig. S2. The map and the design of fragments of the vector.
a. Illustration of pRGEB32 plasmid. HTP, hygromycin resistance gene. b. Three segment structures of L1, L2 and L3. T1 and T2 represent Target 1 and Target 2. c. Recombination of the desired fragment sequence.
Additional file 3: Fig. S3. Flow chart of pollination of rice after pollen magnetofection. The steps in the figure corresponde to the steps of “Obtaining Transgenic Plants by Magnetofection” in “Materials and Methods”.
Additional file 4: Fig. S4. PCR identification of hygromycin resistance gene in transgenic plants.
M, DNA marker. CK, “Nipponbare” as wild-type control. Number 1-23 represent positive lines L1-L23.
Additional file 5: Fig. S5. Sequencing peak diagrams of mutant plants in T1 generation.
Additional file 6: Fig. S6 Target sequencing of the 6 mutant plants in T2 generation whose parents (T1) were positive and unmutated. 
Yellow zones, the sequences of two targets. Red nucleotides, base insertion. black hyphen, base deletion. 
Additional file 7: Table S1. Primers used in this study.
Additional file 8: Table S2. Analysis of hygromycin resistant (positive) plants in T2 generation.
Additional file 9: Table S3. Analysis of mutation type of T2 mutant plants.
Additional file 10: Method S1. The manufacture method of the germinated pollens ultrathin section.

