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Type       Number      Percent%          GR(%)               IGR(%)
m4C        5663         4.9388         5158(91.08%)       505(8.91%)
m5C        32574        28.4085        31370(96.3%)      1204(3.69%)
m6A        2556          2.2291         2065(80.79%)      491(19.2%)
modified-base 73870        64.4236       69024(93.43%)      4846(6.56%)

