Figure S1 Cuproptosis-related immune cells in the tumor microenvironment in CESC (additional).
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Figure S2 Cuproptosis-related drug susceptibility (additional).
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Altered in 122 (82.99%) of 147 samples.
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Altered in 107 (77.54%) of 138 samples.
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Figure S3 Differences in TMB between
high- and low-risk subgroups.

(A) TMB expression in high and low risk
groups.

(B) OS survival curves for patients in
high and low TMB groups.

(C)OS survival curves of patients
combining high and low TMB groups
with high and low risk groups.
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