Supplementary figure legend
Figure S1.Relative metabolic lipid parameters in circulation and tissue. (A) Lipid parameters in circulation, including blood glucose and lipase. n=3 mice/group. (B) FFA content in serum and adipose tissue. n=3 mice/group. Data are presented as mean ± SEM. Different lowercase letters indicate different statistical significance by two-tailed unpaired t-test, a, p≤ 0.05; b, p≤ 0.01; c, p< 0.001 versus Con.
Figure S2.The SNS-driven pathway in CCE and EODF. (A) Noradrenaline content in serum and adipose homogenate. n=6 mice/group. (B) mRNA expression of ADRB3 in adipose tissue. n=4 mice/group. (C) Immunoblotting and analysis for PKA-RIIβ and phosphorylation in interscapular BAT. n=3 mice/group. (D) Immunoblotting and analysis for PKA-RIIβ and phosphorylation in epididymal WAT. n=3 mice/group. Data are presented as mean ± SEM. Different lowercase letters indicate different statistical significance by two-tailed unpaired t-test, a, p≤ 0.05; b, p≤ 0.01; c, p< 0.001 versus Con.
Figure S3.Beige and lipogenesis markers in CCE and EODF. (A) mRNA expression of GPR3 in adipose tissue. n=4 mice/group. (B) mRNA expression of lipogenesis markers in epididymal WAT. n=4 mice/group. (C) mRNA expression of beige markers in epididymal WAT. n=4 mice/group. Data are presented as mean ± SEM. Different lowercase letters indicate different statistical significance by two-tailed unpaired t-test, a, p≤ 0.05; b, p≤ 0.01; c, p< 0.001 versus Con.
[bookmark: _GoBack]Figure S4.The Creatine-driven pathway in CCE and EODF. (A) Creatine kinase (CK) content in circulation. n=3 mice/group. (B) mRNA expression of CK in different tissue. n=4 mice/group. Data are presented as mean ± SEM. Different lowercase letters indicate different statistical significance by two-tailed unpaired t-test, a, p≤ 0.05; b, p≤ 0.01; c, p< 0.001 versus Con.
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