[bookmark: _GoBack]Supplement A. Gene location, cytogenetic region and most severe consequence of the SNPs related to PNPLA3
	Number
	SNP
	Location
	Cytogenetic region
	Most severe consequence

	1
	rs738409
	22:43928847
	22q13.31
	Missense variant

	2
	rs2896019
	22:43937814
	22q13.31
	Intron variant

	3
	rs12483959
	22:43930116
	22q13.31
	Intron variant

	4
	rs2281135
	22:43936690
	22q13.31
	Intron variant

	5
	rs4823173
	22:43932850
	22q13.31
	Intron variant

	6
	rs3747207
	22:43928975
	22q13.31
	Intron variant

	7
	rs738408
	22:43928850
	22q13.31
	Synonymous variant

	8
	rs2076211
	22:43933198
	22q13.31
	Intron variant

	9
	rs2294915
	22:43945024
	22q13.31
	Intron variant

	10
	rs2294433
	22:43933395
	22q13.31
	Intron variant

	11
	rs1977080
	22:43934151
	22q13.31
	Intron variant

	12
	rs1977081
	22:43934248
	22q13.31
	Intron variant

	13
	rs2281293
	22:43938962
	22q13.31
	Intron variant

	14
	rs12485100
	22:43929636
	22q13.31
	Intron variant

	15
	rs4823178
	22:43938649
	22q13.31
	Intron variant

	16
	rs12484809
	22:43929751
	22q13.31
	Intron variant

	17
	rs1883349
	22:43936063
	22q13.31
	Intron variant

	18
	rs4823179
	22:43945313
	22q13.31
	Intron variant

	19
	rs12484795
	22:43947746
	22q13.31
	Intron variant

	20
	rs2073081
	22:43939864
	22q13.31
	Intron variant

	21
	rs12484466
	22:43934333
	22q13.31
	Intron variant

	22
	rs12484700
	22:43931393
	22q13.31
	Intron variant

	23
	rs78569621
	22:43933700
	22q13.31
	Intron variant

	24
	rs9625963
	22:43931339
	22q13.31
	Intron variant

	25
	rs2072907
	22:43936773
	22q13.31
	Intron variant

	26
	rs1997693
	22:43935633
	22q13.31
	Intron variant

	27
	rs1010023
	22:43940218
	22q13.31
	Intron variant

	28
	rs12484801
	22:43929685
	22q13.31
	Intron variant

	29
	rs13055874
	22:43945792
	22q13.31
	Intron variant

	30
	rs13055900
	22:43945786
	22q13.31
	Intron variant

	31
	rs13056638
	22:43935898
	22q13.31
	Intron variant

	32
	rs16991158
	22:43931299
	22q13.31
	Intron variant

	33
	rs1810508
	22:43947271
	22q13.31
	3'-UTR variant

	34
	rs1883348
	22:43935935
	22q13.31
	Intron variant

	35
	rs1010022
	22:43940430
	22q13.31
	Intron variant

	36
	rs11090617
	22:43930820
	22q13.31
	Intron variant

	37
	rs13056555
	22:43943646
	22q13.31
	Intron variant

	38
	rs16991175
	22:43939451
	22q13.31
	Intron variant

	39
	rs2072905
	22:43937599
	22q13.31
	Intron variant

	40
	rs2281137
	22:43936613
	22q13.31
	Intron variant

	41
	rs2401512
	22:43938065
	22q13.31
	Intron variant

	42
	rs34879941
	22:43936998
	22q13.31
	Intron variant

	43
	rs36069781
	22:43944206
	22q13.31
	Intron variant

	44
	rs4823181
	22:43945726
	22q13.31
	Intron variant

	45
	rs73176497
	22:43941077
	22q13.31
	Intron variant

	46
	rs8142145
	22:43940616
	22q13.31
	Intron variant

	47
	rs926633
	22:43941653
	22q13.31
	Intron variant

	48
	rs9625962
	22:43930392
	22q13.31
	Intron variant

	49
	rs2294919
	22:43946445
	22q13.31
	3'-UTR variant

	50
	rs2008451
	22:43947089
	22q13.31
	3'-UTR variant

	51
	rs2072906
	22:43937292
	22q13.31
	Intron variant

	52
	rs2076207
	22:43937490
	22q13.31
	Intron variant

	53
	rs2281138
	22:43936597
	22q13.31
	Intron variant

	54
	rs2294916
	22:43945042
	22q13.31
	Intron variant

	55
	rs2896020
	22:43938088
	22q13.31
	Intron variant

	56
	rs34352134
	22:43939536
	22q13.31
	Intron variant

	57
	rs34376930
	22:43939573
	22q13.31
	Intron variant

	58
	rs35621602
	22:43939526
	22q13.31
	Intron variant

	59
	rs36055245
	22:43931312
	22q13.31
	Intron variant

	60
	rs4823176
	22:43938596
	22q13.31
	Intron variant

	61
	rs4823177
	22:43938606
	22q13.31
	Intron variant

	62
	rs4823180
	22:43945418
	22q13.31
	Intron variant

	63
	rs149157446
	22:43909694
	22q13.31
	Intergenic variant

	64
	rs738491
	22:43958231
	22q13.31
	Intron variant

	65
	rs76015644
	22:43959813
	22q13.31
	Intron variant

	66
	rs117826724
	22:43964121
	22q13.31
	Intron variant

	67
	rs80634
	22:43897188
	22q13.31
	Intergenic variant



Supplement B. Gene location, cytogenetic region and most severe consequence of the SNPs related to SAMM50
	
	SNP
	Location
	Cytogenetic region
	Most severe consequence

	1
	rs2073080
	22:43998522
	22q13.31
	Intron variant

	2
	rs2143571
	22:43995806
	22q13.31
	Intron variant

	3
	rs2235776
	22:43982119
	22q13.31
	Intron variant

	4
	rs3761472
	22:43972242
	22q13.31
	Missense variant

	5
	rs4823182
	22:43981562
	22q13.31
	Intron variant

	6
	rs7587
	22:43990401
	22q13.31
	Synonymous variant

	7
	rs6006469
	22:43987737
	22q13.31
	Noncoding transcript exon variant

	8
	rs2294922
	22:43983685
	22q13.31
	Intron variant

	9
	rs5764430
	22:43965617
	22q13.31
	Intron variant

	10
	rs738491
	22:43958231
	22q13.31
	Intron variant

	11
	rs76015644
	22:43959813
	22q13.31
	Intron variant

	12
	rs117826724
	22:43964121
	22q13.31
	Intron variant




