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PWY-7527: L-methionine salvage cycle lli
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PWY-7664: oleate biosynthesis IV (anaerobic)

2500 A

2000 A

1500 A

1000 A

500 A

Samples (N=15)

[ unidentified Clostridiales
Sample label:

B CK
mm
Cam
L
M

[ Prevotella

[ Bacteroides

[ unclassified Enterobacteriaceae
[ Cupriavidus

I Halomonas

[ Devosia

[ unidentified RF32

[ Ochrobactrum

[ Stenotrophomonas

[ unidentified Alphaproteobacteria

[ Other
Sample label:

I CK
B H
Cam
=L
Bl v



PWYG-321: mycolate biosynthesis
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TEICHOICACID-PWY: teichoic acid (poly-glycerol) biosynthesis
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THREOCAT-PWY: superpathway of L-threonine metabolism
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UDPNAGSYN-PWY: UDP-N-acetyl-D-glucosamine biosynthesis |
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