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Supplementary material 2 table and 2 figures:

A. 2.3 Response surface experiments on the proportion of low-temperature phenol-degrading microbiota
Table S1 

Experimental range and levels of independent factors
	Factors 
	Range and levels (coded)

	
	-1
	0
	1

	Ju-A1
	A
	1
	2
	3

	Ju-A4
	B
	1
	2
	3

	Ju-A6
	C
	1
	2
	3


B. Screening of low-temperature phenol-degrading strains

The Neighbor-joining phylogenies of three low-temperature phenol-degrading strains are shown in the Fig. S1. 
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Fig. S1. Neighbor-joining phylogenies of three low-temperature phenol-degrading strains with representative bacteria from GenBank are shown by NCBI-BLAST based on 16S rRNA gene sequences. Bootstrap values of branching sites are shown (based on 1000 replicates). (a) Pseudomonas veronii Ju-A1 (b) Leifsonia naganoensis Ju-A4 (c) Rhodococcus qingshengii Ju-A6.
C. 3.2.1 Fitting of the response surface methodology
Table S2  
Central composite design and experimental results for three independent factors
	Trial no.
	Factor actual value
	

	
	A
	B
	C
	Removal rate (%)

	1
	1
	1
	2
	56.23

	2
	3
	1
	2
	64.00

	3
	1
	3
	2
	80.00

	4
	3
	3
	2
	97.63

	5
	1
	2
	1
	68.00

	6
	3
	2
	1
	76.33

	7
	1
	2
	3
	55.89

	8
	3
	2
	3
	64.56

	9
	2
	1
	1
	75.96

	10
	2
	3
	1
	100.00

	11
	2
	1
	3
	63.56

	12
	2
	3
	3
	88.50

	13
	2
	2
	2
	81.11

	14
	2
	2
	2
	79.59

	15
	2
	2
	2
	76.23

	16
	2
	2
	2
	80.03

	17
	2
	2
	2
	80.69


D. 3.2.2 Response surface methodology analysis of maximum phenol removal rate
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Fig. S2.  (a)Factor plot representing the individual variables effect on phenol degradation (b) Degradation of phenol by microbial agent constructed based on RSM result

