Supplementary Tables
Supplementary Table S1 Sequences of primers used for qPCR
	Gene 
	Primer
	Nucleotide sequences (5’ to 3’)

	cat
	forward
	CCTGATGGCTGTTCACCCTG

	cat
	reverse 
	GGACGCTCCACCACGAGTA

	g6pc2
	forward
	CCGAGTCCCAGACCGAACA

	g6pc2
	reverse
	TTCATCGCCGCTCATTTCC

	pk1
	forward
	ACGGTGGCATTCTGGGTAGT

	pk1
	reverse
	ACAGCATGACGCAGTCAGCT

	pgm
	forward
	TGCCCACAAACCATCCTTCT

	pgm
	reverse
	GCAGTCATCGGTGCCAACA

	mdh
	forward
	GTGCTGGAGGGTGTTGTTATG

	mdh
	reverse
	ACAGTTAGTGTTGGCTGGGTTA

	cpt1b
	forward
	AGACGCACCTATAATGGCTCA

	cpt1b
	reverse
	GATACGCTCCTGACACTCTGC

	cpt1c
	forward
	TGTGCTTCATCGTCCAGAGTC

	cpt1c
	reverse
	GTTCAACACCACCCGTATTCC

	gsst1
	forward
	TATCGTCACCGCACAGGAAG

	gsst1
	reverse
	TATTTCCAATGATGGGACAGC

	igfbp1
	forward
	TGACACGGACCCTGTTGGAT

	igfbp1
	reverse
	GCACTGAGGACCACCAGACAC

	mgst1
	forward
	CGGATGTGGAAAGAGTGCG

	mgst1
	reverse
	TGTGGACGAAACGTGACCC

	hamp
	forward
	GAGAAAGATATGTGCTGCTGTG

	hamp
	reverse
	CTTGCTGAAAGTATTGAGGGCT

	alp
	forward
	TCCTCACTCACCACCCTCATA

	alp
	reverse
	TCTTGCCCGTCAGTTGTCTAA

	a2ml
	forward
	AAAACCGCAGTGACACCTTG

	a2ml
	reverse
	CTGATGGAGTAGTGGAGGGAGA

	c3
	forward
	GGCACTGATGAGGAAGTTGA

	c3
	reverse
	GGCCAGTATTCAATCCAGGT

	fabp10a
	forward
	AGGCAACGACTTCACCATCA

	fabp10a
	reverse
	CATCTTCCCTCCCTCCAGCT

	ef1a
	forward
	TGTCCCAATTTCTGGATGGC

	ef1a
	reverse
	CGGGCACAGTTCCAATACCT




	Type
	Number of Unigenes
	Percentage (%)

	Annotated in NR
	39,649
	49.95

	Annotated in SwissProt
	7,171
	9.03

	Annotated in Pfam
	18,800
	23.68

	Annotated in GO
	3,826
	4.82

	Annotated in KEGG
	9,941
	12.52

	Total Unigenes
	79,387
	100


Supplementary Table S2 Statistical analysis of gene annotation


Supplementary Table S3 Statistical analysis of genes at different expression levels
	Sample
	0≤FPKM<1
	1≤FPKM<5
	5≤FPKM<10
	10≤FPKM<30
	30≤FPKM<50
	50≤FPKM

	C1
	78,434(69.91%)
	24,804(22.11%)
	2,835(2.53%)
	559(0.5%)
	4,376(3.9%)
	1,184(1.06%)

	C2
	83,984(74.86%)
	20,672(18.43%)
	2,396(2.14%)
	509(0.45%)
	3,491(3.11%)
	1,140(1.02%)

	C3
	84,349(75.18%)
	20,469(18.24%)
	2,359(2.1%)
	516(0.46%)
	3,355(2.99%)
	1,144(1.02%)

	C4
	83,490(74.42%)
	21,182(18.88%)
	2,411(2.15%)
	543(0.48%)
	3,409(3.04%)
	1,157(1.03%)

	C5
	82,120(73.2%)
	22,305(19.88%)
	2,471(2.2%)
	527(0.47%)
	3,618(3.22%)
	1,151(1.03%)

	C6
	83,284(74.23%)
	21,378(19.05%)
	2,380(2.12%)
	523(0.47%)
	3,523(3.14%)
	1,104(0.98%)

	S1
	81,795(72.91%)
	21,999(19.61%)
	2,751(2.45%)
	553(0.49%)
	3,957(3.53%)
	1,137(1.01%)

	S2
	85,077(75.83%)
	19,063(16.99%)
	2,740(2.44%)
	526(0.47%)
	3,672(3.27%)
	1,114(0.99%)

	S3
	84,288(75.13%)
	19,838(17.68%)
	2,755(2.46%)
	560(0.50%)
	3,646(3.25%)
	1,105(0.98%)

	S4
	83,721(74.62%)
	20,218(18.02%)
	2,857(2.55%)
	535(0.48%)
	3,753(3.35%)
	1,108(0.99%)

	S5
	81,502(72.65%)
	22,080(19.68%)
	2,888(2.57%)
	573(0.51%)
	4,034(3.6%)
	1,115(0.99%)

	S6
	77,191(68.8%)
	25,181(22.44%)
	3,279(2.92%)
	643(0.57%)
	4,726(4.21%)
	1,172(1.04%)



