Supplemental Figure 2: Performance of discovery GF-B/V model are not dependent on site,
age, race, or sex. (A) Cross-validated predicted probabilities for the GF-B/V model in the
discovery cohort for bacterial pathogens compared to viral pathogens shown by site (Duke=purple,
Sri Lanka=teal, both=yellow). (B) Cross-validated predicted probabilities of bacterial and viral

pathogens by age. (C) Cross-validated predicted probabilities by race. (D) Cross-validated

predicted probabilities by sex
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