Table S1. List of primers used for the validation of randomly selected upregulated and downregulated transcripts using quantitative real-time PCR (qRT-PCR) in wheat mutant (M3), and parent (P3) under HS.

	Primers
	5' - 3'
	Tm (°C)

	Upregulated
	 
	 

	CDPK-F
	TAGAGCGGGAAGAACACTTG
	58.1

	CDPK-R
	CCAATATTGCCACCATTAGC
	57.9

	HSP70-F
	CCAACGGTAACCTGAATGTC
	57.9

	HSP70-R
	TCCACCTTCTTCTTGTGCTC
	58.2

	HSP17-F
	GAGGGAGGAGAAGGAGGAC
	57.7

	HSP17-R
	TCGCTACTCTCTGCTTCGAT
	57.9

	HSP101-F
	CAAGGTCATCCTCTTCATCG
	58.2

	HSP101-R
	TACTTGCGGTACTCCTCCAG
	57.9

	HSF-F
	CCAACTTCTCCAGCTTCGTC
	60.1

	HSF-R
	TGCTGCTGATGTCTTCATCC
	59.9

	STKs-F
	TCCGCCATGAGAATGTTATT
	58.1

	STKs-R
	CCAGTAGGTTCCCAGGTTTT
	58.5

	PPIase-F
	CTTTGCTGTGGTTCCTCCTA
	57.9

	PPIase-R
	CCTTGGATTGCTTCTTCTCA
	58.2

	SOD-F
	GGTGTGGCTAGCTTTGGATA 
	58.7

	SOD-R
	TTCACCACCTTCCAGATGTT
	58.6

	OEEP-F
	AGCTACAGGGGTTCGTCTTT
	57.9

	OEEP-R
	CTGGATCTTGACATCCTTGG
	58.3

	ABC-Tra-F
	CGACGCCTTGTAGGAGATAA
	58.1

	ABC-Tra-R
	AGTTCGAATACTGCCGACTG
	57.9

	Downregulated
	 
	 

	PDC-F
	CACTTCCTCGGCACCTACT
	57.8

	PDC-R
	CCAATGCAGACAGGTACTCC
	58.1

	SPS-F
	TAACATCTGGGGGCATAGAA
	58.3

	SPS-R
	TCTCGCTGTTCTTTTCTGCT
	57.9

	Suc Syn-F
	TGGTAAACCTGGTGGTTGTT
	57.8

	Suc Syn-R
	ATCTCAGCTGGACCACCATA
	58.1

	SuT-F
	CTCGGGATCACATCTATTGG
	57.9

	SuT-R
	CCCAAGATTTTCAACACGAC
	58.2

	SS-F
	GCTACATGTGGGAGCTGAAG
	58.4

	SS-R
	GTTGGTGTAGTCGTCGGAGT
	57.6

	Rub(S)-F
	TGTGTGCATTCCACAATTTC
	57.9

	Rub(S)-R
	GTAGTCGACCTGCTTCAGGA
	58,2

	β-Amylase-F
	CCTGATCGTGGACATAGAGG
	58.1

	β-Amylase-R
	AAGGAAGAACCTCCCCTTCT
	58.2

	FBA-F
	GGGCGGAGACCTTCTACTAC
	57.8

	FBA-R
	GAGGAGCTTGAGGGTGTAGC
	59.1

	DBE-F
	CTTTCAAACCTGCAAAAGGA
	58.6

	DBE-R
	TCTCATCTCGTGCATCTTCA
	58.1

	AGPase-F
	CTTTCTGGCGATCACCTCTA
	58.1

	AGPase-R
	ATCAGCTCCTCTCGGTTTTT
	58.0

	Endogenous gene
	
	

	Act-F
	GCGGTCGAACAACTGGTATT                            
	63.7

	Act-R
	GGTCCAAACGAAGGATAGCA
	63.8
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