	Table 3. Identiﬁcation of characteristic serum peptides in RP
	
	
	
	

	Peptides*
	Ion int diff&      Models#    
	Proteins
	Accession ID
	MW (Da)*
	Confirmed sequences
	Modification$

	
	(folds) 
	
	
	
	Observed 
	Theoretical
	
	

	p1519


p1546


p1617



p2555


p2661


p4091


p4210



p6628
	－


－


－



－


－


－


－



－
	RP/RA-9P
RP/nonRP-14P

RP/HC-11P


RP/HC-11P
RP/RA-9P
RP/nonRP-14P

RP/nonRP-14P


RP/HC-11P


RP/RA-9P
RP/nonRP-14P

RP/HC-11P
RP/RA-9P
RP/nonRP-14P

RP/RA-9P
	Fibrinogen alpha chain


Fibrinogen alpha chain


Fibrinogen alpha chain



Fibrinogen alpha chain


Fibrinogen alpha chain


Fibrinogen alpha chain


Prothrombin



Apolipoprotein C-I, isoform CRA_a
	FIBA_HUMAN
(gi|1706799)

FIBA_HUMAN
(gi|1706799)

FIBA_HUMAN
(gi|1706799)


FIBA_HUMAN
(gi|1706799)

FIBA_HUMAN
(gi|1706799)

FIBA_HUMAN
(gi|1706799)

THRB_HUMAN
(gi|135807)


APOC1_HUMAN
(gi|119577712)
	1519.36


1545.50


1617.02



2555.41


2660.93


4090.90


4209.71



6628.00
	1517.67


1544.61


1615.65



2555.09
2553.08

2658.25


4089.88


4207.15



6626.51
	20ADSGEGDFLAEGGGVR35


21DSGEGDFLAEGGGVR35


20ADSGEGDFLAEGGGVR35



576SSSYSKQFTSSTSYNRGDSTFES598
576SSSYSKQFTSSTSYNRGDSTFES598

605DEAGSEADHEGTHSTKRGHAKSRPV629


592GDSTFESKSYKMADEAGSEADHEGTHSTKRGHAKSRPV629

329FGSGEADCGLRPLFEKKSLEDKTERELLESYIDGR363


27TPDVSSALDKLKEFGNTLEDKARELISRIKQSELSAKMREWFSETFQKVKEKLKIDS83
	Dehydration (Ser)


Phosphorylation (Ser)

Phosphorylation (Ser)


－
Deamidation (Asn)

－


－


Oxidation (Phe),
Farnesylation (Cys)


－

	
p1466

	
2.08
(/HC)
	
RP/HC-11P
RP/RA-9P
	
Fibrinogen alpha chain
	
FIBA_HUMAN
(gi|1706799)
	
1465.81
	
1464.65
	
21DSGEGDFLAEGGGVR35
	
－

	
	
	RP/nonRP-14P
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	

	p2770
	1.44
	RP/HC-11P
	Fibrinogen alpha chain
	FIBA_HUMAN
	2770.02
	2767.22
	576SSSYSKQFTSSTSYNRGDSTFESKS600
	－

	
	(/HC)
	
	
	(gi|1706799)
	
	2768.20
	576SSSYSKQFTSSTSYNRGDSTFESKS600
	Deamidation (Asn)

	
	
	
	
	
	
	
	
	

	p3193
	-1.49
	RP/HC-11P
	Fibrinogen alpha chain
	FIBA_HUMAN
	3192.50
	3189.42
	576SSSYSKQFTSSTSYNRGDSTFESKSYKM603
	－

	


Table 3. (continued)

p3264


p3952





p5335


p5902


p1206


p2933


p3443




p3936


	(/HC)
-1.34
(/HC+RA)

-1.72
(/HC)

1.35
(/HC)




-1.43
(/HC)

-1.64
(/HC)

1.60
(/HC)

-1.23
(/RA)

1.34
(/HC)
1.27
(/HC+RA)

1.26
(/HC)
	



RP/nonRP-14P


RP/HC-11P
RP/nonRP-14P




RP/HC-11P
RP/nonRP-14P

RP/HC-11P
RP/nonRP-14P

－


－


－




－
	



Fibrinogen alpha chain


DNA, FLJ93141, highly similar to Homo sapiens coagulation factor XIII, A1 polypeptide (F13A1)

Fibrinogen alpha chain


Fibrinogen alpha chain


Fibrinogen alpha chain


Fibrinogen alpha chain


Alpha-2-antiplasmin




Fibrinogen alpha chain
	(gi|1706799)



FIBA_HUMAN
(gi|1706799)

B2R6V9_HUMAN
(gi|164690537)




FIBA_HUMAN
(gi|1706799)

FIBA_HUMAN
(gi|1706799)

FIBA_HUMAN
(gi|1706799)

FIBA_HUMAN
(gi|1706799)

SERPINF2_HUMAN
(gi|31340775)



FIBA_HUMAN
(gi|1706799)
	



3263.69


3951.63





5335.32


5902.29


1206.00


2930.28


3442.61




3935.54
	3190.40



3260.46
3261.44

3948.97





5333.35


5900.70


1204.62
1205.57

2933.00


3440.65




3933.80
	576SSSYSKQFTSSTSYNRGDSTFESKSYKM603



576SSSYSKQFTSSTSYNRGDSTFESKSYKMA604
576SSSYSKQFTSSTSYNRGDSTFESKSYKMA604

2SETSRTAFGGRRAVPPNNSNAAEDDLPTVELQGVVPR38




576SSSYSKQFTSSTSYNRGDSTFESKSYKMADEAGSEADHEGTHSTKRGHA624

576SSSYSKQFTSSTSYNRGDSTFESKSYKMADEAGSEADHEGTHSTKRGHAKSRPV629

25GDFLAEGGGVR35
24EGDFLAEGGGVR35

576SSSYSKQFTSSTSYNRGDSTFESKSY601


462GFPRGDKLFGPDLKLVPPMEEDYPQFGSPK491




594STFESKSYKMADEAGSEADHEGTHSTKRGHAKS
RPV629
	Deamidation (Asn)



－
Deamidation (Asn)

－





－


－


Lys-add at N-term
－

－


Sulfonylation (Tyr)




Oxidation (Met)


*Mass/charge ratios used for the designation of peptides were obtained by MALDI-TOF/TOF MS, whereas those for “observed MW” were obtained by LC-MS.Table 3. (continued)


#Peptides for which showed a 1.2-fold difference in ion intensity was observed between the RP and HC groups (/HC), between the RP and RA groups (/RA), or between the RP and HC+RA groups (/HC+RA) in the training set (p<0.05), or that were used in the RP/HC-11P model, RP/RA-9P model, or RP/nonRP-14P model, were selected for identification. (The HC+RA group is the non-RP group.)
$Possible modifications deduced from the results of the LC-MS analysis. Letters in parentheses show the targeted amino acids.
HC, healthy control; MW, molecular weights; MALDI-TOF/TOF MS, matrix-assisted laser desorption/ionization time-of-flight/time-of-flight mass spectrometry; LC–MS, liquid chromatography–mass spectrometry; RA, rheumatoid arthritis; RP, relapsing polychondritis.
