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Supplementary Figure 1: Comparison of spatial and temporal properties of the other 4 out of 8 CAPs at the 3-month time point. A, D, G, J: top panels show the one-sample T-statistic maps of significantly (Bonferroni corrected, p<0.01) activated and deactivated voxels for each CAP obtained from its occurrences in the WT and HET portions of the combined image-series. Bottom panels show the 2-sample T-test statistic map of voxels with significant (FDR corrected, p<0.05) difference in the (de)activation between the WT and HET CAPs. We make these comparisons for all voxels that are significantly activated or deactivated in either the WT or the HET group. Red-yellow and blue-green colour bars refer to voxels that are co-activated and co-deactivated respectively in the WT group. Thus, positive (yellow, green) and negative (red, blue) T-statistic values respectively indicate significantly lower and higher magnitude of activation in the HET group compared to the WT group. B, E, H, K: Box-plots of comparisons of median duration, across subjects, of each CAP between WT & HET groups. C, F, I, L:  Box-plots of comparison of median occurrence percentage, across subjects, of each CAP between WT & HET groups. Black asterix indicates significant inter-group difference (p < 0.05, Wilcoxon rank-sum test, FDR corrected for 8 comparisons).
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Supplementary Figure 2: Pearson’s correlation coefficient between spatial patterns of the LCN and DMLN CAPs identified at three time points.
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Supplementary Figure 3: Percentages of voxels per ROI belonging to one of 7 categories for the other-than-LCN-DMLN CAPs (A-F (3M), G (6M), H-K (10M)). The seven categories indicated by different colours identify voxels that show (a) significant co-activation and higher activation magnitude in WT, (b) significant co-activation and no significant inter-genotype difference in the activation magnitude, (c) significant co-activation and higher activation magnitude in HET, (d) significant co-deactivation and higher deactivation magnitude in WT, (e) significant co-deactivation and no significant inter-genotype difference in the activation magnitude, (f) significant co-deactivation and higher deactivation magnitude in HET, and (g) non-significant co-activation or co-deactivation during a CAP. Voxel-wise one-sample T-test (p < 0.01, Bonferroni corrected) and two-sample T-test (p < 0.05, FDR corrected) are performed across occurrences of a CAP within the concatenated genotypic image-series from all subjects to identify the voxels belonging to one of the 7 categories mentioned above and then divided among the 28 ROIs.
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