Supplementary Table 1. Nucleotide primers used in this study.
	Primer name
	Sequence (5′-3′)
	Position (bp)
	PCR product (bp)
	PCR efficiency

	PGEM/Sfruace1 standard curve preparation
	

	Sfruace1-F
	ATCATTAGCACATCAGAA
	1476-1493
	
	

	Sfruace1-R
	TTAGCCCAATATCTCATC
	1965-1982
	507
	1.95

	SYBR-Green qRT-PCR
	

	Sfruace1-F
	ATACGGAGGAAGGTTACTA
	1526-1544
	
	

	Sfruace1-R
	CCAACATCATTCACATACG
	1640-1658
	133
	1.92

	Sfruace2-F
	CGATGAGATGGAGTATGTC
	1530-1548
	
	

	Sfruace2-R
	CTTACCAGTTAGTGCGAAT
	1628-1650
	121
	1.94

	Rpl-10-F
	TGGTGTCTGACGAATACG
	292-309
	
	

	Rpl-10-R
	CGGATGTGGAACTGATCT
	383-400
	109
	1.96



F: forward primer; R: reverse primer; Rpl-10: Rpl-10: ribosomal protein L10. The PCR amplification efficiencies of target and reference genes were calculated using LinRegPCR program (version 11.0) (Ramakers et al. 2003).
























[bookmark: _GoBack]Supplementary Table 2. The protein names and accession numbers of 38 AChE1 and 35 AChE2 used in the phylogenetic analysis.

	Species
	name
	protein  ID
	Species
	name
	protein  ID

	Spodoptera frugiperda
	SfruAce1
	OP957355
	Rhopalosiphum padi
	RpadAce1
	AAT76530.1

	
	SfruAce2
	OP957356
	
	RpadAce2
	AAU11285.1

	Spodoptera litura
	SlitAce1
	AQQ79918.1
	Sitobion avenae
	SaveAce1
	AAV68493.1

	
	SlitAce2
	AQQ79919.1
	
	SaveAce2
	AAU11286.1

	Spodoptera exigua
	SexiAce1
	AZB49078.1
	Nilaparvata lugens
	NlugAce1
	ADZ15146.1

	
	SexiAce2
	AZB49079.1
	
	NlugAce2
	AFC61184.1

	Bombyx mandarina
	BmanAce1
	ABW96133.1
	Sogatella furcifera
	SfurAce1
	AGN31550.1

	
	BmanAce2
	ABW96132.1
	
	SfurAce2
	AHJ25667

	Bombyx mori
	BmorAce1
	NP_001037380
	Cimex lectularius
	ClecAce1
	AEN69455

	
	BmorAce2
	NP_001108113
	
	ClexAce2
	ADE08464

	Helicoverpa assulta
	HassAce1
	AAY42136.1
	Nasonia vitripennis
	NvitAce1
	AGN31549.1

	
	HassAce2
	AAV65638.1
	
	NvitAce2
	XP_001600458.2

	Plutella xylostella
	PxylAce1
	AAY34743.1
	Apis mellifera
	AmelAce1
	XP_001605568.2

	
	PxylAce2
	AAL33820.1
	
	AmelAce2
	XP_393751.2

	Chilo suppressalis
	CsupAce1
	ABO38111.1
	Tribolium castaneum
	TcasAce1
	NP_001035320.1

	
	CsupAce2
	ABR24230.1
	
	TcasAce2
	ADU33189.1

	Cydia pomonella
	CpomAce1
	ABB76666.1
	Leptinotarsa decemlineata
	LdeceAce1
	ADU33190.1

	
	CpomAce2
	ABB76665.1
	
	LdeceAce2
	AEI70751

	Cnaphalocrocis medinalis
	CmedAce1
	ANV77896
	Blattella germanica
	BgerAce1
	AAB00466.1

	
	CmedAce2
	CBA18234.1
	
	BgerAce2
	ABB89946.1

	Helicoverpa armigera
	HarmAce1
	AAY59530
	Liposcelis bostrychophila
	LbosAce1
	ABB89947.1

	
	HarmAce2
	AAM90333.1
	
	LbosAce2
	ACN78619.1

	Melitaea cinxia
	McinAce1
	ADM83588
	Liposcelis decolor
	LdecAce1
	ABO31937.1

	
	McinAce2
	ADM83589
	
	LdecAce2
	ACN43352.1

	Aedes albopictus
	AalbAce1
	BAE71348.1
	Liposcelis entomophila
	LentAce1
	ACN43353.1

	
	AalbAce2
	BAE71347.1
	
	LentAce2
	ACI16651.2

	Anopheles gambiae
	AgamAce1
	XP_321792.2
	Ctenocephalides felis
	CfelAce1
	ACI16652.1

	
	AgamAce2
	CAD29866.1
	
	CfelAce2
	CBI83253

	Culex pipiens
	CpipAce1
	CAD33707.2
	Aedes aegypti
	AaegAce1
	CBI83254

	
	CpipAce2
	CAJ43752.1
	Bactrocera dorsalis
	BdorAce2
	ABN09910.1

	Culex quinquefasciatus
	CquiAce1
	XP_001847448.1
	Schizaphis graminum
	SgraAce1
	AAK09373.1

	
	CquiAce2
	XP_001842227.2
	Oomyzus sokolowskii
	OsokAce2
	ADK39309

	Culex pipiens pallens
	CpalAce1
	AAV28503.1
	Liposcelis paeta
	LpaeAce1
	ADA60183

	
	CpalAce2
	CAJ43752
	Laodelphgax striatellus
	LstrAce1
	AAO06900.1

	Acyrthosiphon pisum
	ApisAce1
	XP_001948653.1
	
	
	

	
	ApisAce2
	XP_001948988.1
	Locusta migratoria manilensis
	LmanAce1
	ABY75631.1

	Bemisia tabaci
	BtabAce1
	ABV45413.1
	
	
	

	
	BtabAce2
	ABV45415.1
	
	
	




