Table S1 Primers for q-PCR

	Primers for q-PCR
	Sequence (5'-3')

	GAPDH
	F:5'-GGTATGACAACGAATTTGGC-3'

	
	R:5'-GAGCACAGGGTACTTTATTG-3'

	ESRRA
	F:5'-CCATCCGAGTGGAATTTGAGTCCTAAAG-3'

	
	R:5'-GAACCGTAGACCCAGTAGCCCCACAGAG-3'

	SOX
	F:5'-GCTACAGCATGATGCAGGACCA-3'

	
	R:5'-TCTGCGAGCTGGTCATGGAGTT-3'

	OCT4
	F:5'-CCTGAAGCAGAAGAGGATCACC-3'

	
	R:5'-AAAGCGGCAGATGGTCGTTTGG-3'

	NANOG
	F:5'-CTCCAACATCCTGAACCTCAGC-3'

	
	R:5'-CGTCACACCATTGCTATTCTTCG-3'

	c-Myc
	F:5'-GCGACTCTGAGGAGGAA-3'

	
	R:5'-TGCGTAGTTGTGCTGATG-3'

	Lin28
	F:5'-AAAGGAGACAGGTGCTAC-3'

	
	R:5'-ATATGGCTGATGCTCTGG-3'

	CD133
	F:5'-TCCACAGAAATTTACCTACATTGG-3'

	
	R:5'-CAGCAGAGAGCAGATGACCA-3'

	CD44
	F:5'-TGCCGCTTTGCAGGTGTATT-3'

	
	R:5'-CCGATGCTCAGAGCTTTCTCC-3'

	BCL2A1
	F:5'-TACAGGCTGGCTCAGGACTAT-3'
R:5'-CGCAACATTTTGTAGCACTCTG-3'

	PDGFRA
	F:5'-CCTGTAACCTTACACAACAGTGAGG-3'
R:5'-TTTCTTTGACCTCCCTGGTAGC-3'

	FLT1
	F:5'-TTTGCCTGAAATGGTGAGTAAGG-3'
R:5'-TGGTTTGCTTGAGCTGTGTTC-3'

	CCNE2
	F:5'-AAAAAGTCTTGGGCAAGGTAAA-3'
R:5'-GCATTCTGACCTGGAACCAC-3'

	WNT4
	F:5'-CCTCGGTGTACGCCATCTCT-3'

	
	R:5'-TGTCAGAGCATCCTGACCAC-3'

	SPHK1
	F:5'-CTTGCAGCTCTTCCGGAGTC-3
R:5'-GCTCAGTGAGCATCAGCGTG-3'

	FOS
	F:5'-GACTGATACACTCCAAGCGG-3'
R:5'-CATCAGGGATCTTGCAGGC-3'

	KDR
	F:5'-AGATGCTCCAAGGTCAGGAA-3'
R:5'-CATCAGGGATCTTGCAGGC-3'

	ASS1
	F:5'-TTGAAATTTGCTGAGCTGGTGTA-3'
R:5'-AGCCTGAGGGAATTGATGTTGAT-3'

	FHIT
	F:5'-GCAAGATGGTCCTGAAGCTGG-3'

	
	R:5'-CCATCTCCTTCTCAGATCTCC-3'

	ASNA
	F:5'-AGAGATTCTCTGGCGACCAAAAGA-3'
R:5'-CTGGGTAATGGCGTTCAAAGACTT-3'



Table S2 Primers for ChIP-qPCR

	Primers for q-PCR
	Sequence (5'-3')

	ChIP 1
	F:5'- CCTCACTCTGTCACCCAGGC -3'

	
	R:5'- GCTTGGTGTGGTGACCCATG -3'

	ChIP 2
	F:5'- TTACCTCAGCCAAGCGGTCAAG -3'

	
	R:5'- TGATGACCTTAACAGTTTTGAG -3'

	ChIP 3
	F:5'- CCTAGAGACCTAAAATTCTATA -3'

	
	R:5'- GTATATCTCCTCTGTCGAAG -3'

	ChIP 4
	F:5'- ACGATCAGGTGACCCTTGTTG -3'

	
	R:5'- TGCCATTTCTAACGCTTAGG -3'
























Table S3 Correlation between ERRα expression and clinicopathological characteristics
	
	variables
	ERRα expression
	total
	χ2
	P value

	
	
	low
	high
	
	
	

	Age (year)
	
	
	
	
	2.794
	0.095

	
	≤60
	49
	40
	89
	
	

	
	>60
	17
	26
	43
	
	

	Grade
	
	
	
	
	0.000
	1.000

	
	I/II
	59
	59
	118
	
	

	
	III
	7
	7
	14
	
	

	T stage
	
	
	
	
	0.320
	0.572

	
	T1/T2
	58
	60
	118
	
	

	
	T3/T4
	8
	6
	14
	
	

	N stage
	
	
	
	
	0.000
	1.000

	
	N1/N2
	45
	45
	90
	
	

	
	N2/N3
	21
	21
	42
	
	

	TNM stage
	
	
	
	
	0.034
	0.854

	
	Ι/II
	44
	43
	87
	
	

	
	III/IV
	22
	23
	45
	
	

	Tumor size
	
	
	
	
	0.474
	0.491

	
	≤5cm
	53
	56
	109
	
	

	
	>5cm
	13
	10
	23
	
	

	ER
	
	
	
	
	0.133
	0.715

	
	+
	44
	42
	86
	
	

	
	-
	22
	24
	46
	
	

	PR
	
	
	
	
	0.124
	0.725

	
	+
	39
	37
	76
	
	

	
	-
	27
	29
	56
	
	

	Her2
	
	
	
	
	6.540
	0.011

	
	+
	16
	30
	46
	
	

	
	-
	50
	36
	86
	
	

	Ki67
	
	
	
	
	1.031
	0.31

	
	Low expression (≤50%)
	63
	65
	128
	
	

	
	High expression (>50%)
	3
	1
	4
	
	



