Table S1  Antibodies used in the detection of intracellular IFN-γ .
	antibodies
	Source
	Identifier

	PerCP anti-human CD3 Antibody
	Biolegend
	Cat. No.300326；Clone HIT3a

	PE anti-human CD56 (NCAM) Antibody 
	Biolegend
	[bookmark: OLE_LINK6]Cat. No.318306；Clone HCD56

	APC anti-human IFN-γ Antibody 
	[bookmark: OLE_LINK3]Biolegend
	Cat. No.502512；Clone 4S.B3




[bookmark: OLE_LINK2][bookmark: OLE_LINK1]Table S2  Primers used in the study.
	Primer ID
	Sequence (5’ to 3’)

	mGPX7 F
	AACTGGTGTCGCTGGAGAAG

	mGPX7 R
	AAACTGGTTGCAGGGGAAG

	mALDH2 F
	ATGGCAAGCCCTATGTCATCT

	mALDH2 R
	CCGTGGTACTTATCAGCCCA

	mISG15 F
	CGCAGATCACCCAGAAGATCG

	mISG15 R
	TTCGTCGCATTTGTCCACCA 

	mIFIT1 F
	AGAAGCAGGCAATCACAGAAAA

	mIFIT1 R
	CTGAAACCGACCATAGTGGAAAT

	mMX1 F
	GTTTCCGAAGTGGACATCGCA

	mMX1 R
	CTGCACAGGTTGTTCTCAGC

	human actin F
	CCTGTACGCCAACACAGTGC

	human actin R
	ATACTCCTGCTTGCTGATCC






[bookmark: OLE_LINK45][bookmark: _GoBack][bookmark: OLE_LINK156]Figure S1 A. Flow cytometry analysis shows intracellular production of IFNγ by PBMCs stimulated (or not) for 4 h with PMA (50 ng/mL) and ionomycin (500 ng/mL), or for 72 h with BCG or BCG plus 100 ng/mL IL-12. Anti-CD3 and anti-CD56 antibodies were used to identify CD3+ T cells and CD56+ NK cells, respectively, in patient 1 and a healthy control. B. There was no significant difference in NADPH oxidase activity, as detected by chemiluminescence, between Patient 1 and a healthy control.

[bookmark: OLE_LINK7]Figure S2 A and C. Flow cytometry analysis showed that conventional dendritic cell and Treg cell counts in P1 were normal. B. Flow cytometry analysis showed an increased in the populations of intermediate (CD14++CD16+) and non-classical (CD14+CD16++) monocytes, and a reduction in the population of classical (CD14++CD16-) monocytes, compared with the healthy control.

