Supplementary method
DNA extraction and identification. The mice toes were clipped with sterile scissors, genomic DNA was extracted according to the manufacturer's protocols (Tiangen Biotech CO., LTD). Two pairs of primers were used to identify the wile-type and Nlrp3 KO (mutant-type) mice. Mutant-type forward primer: 5'-TGCCTGCTCTTTACTGAAGG-3'; wild-type primer forward: 5'-TCAGTTTCCTTGGCTACCAGA-3'; their common reverse primer: 5'-TTCCATTACAGTCACTCCAGATGT-3' were used to distinguish WT (666bp) or Nlrp3 KO allele (850bp) with mouse toes. 
PCR reactions were performed in a final volume of 10μl with 20ng DNA. The PCR conditions for amplification were as follows: denaturation at 95°C for 4 minutes, followed by 39 cycles of 30 seconds at 95°C, annealing at 57°C for 1 minute, and extension at 72°C for 1 minute. PCR products were analyzed by 1% agarose gel electrophoresis in 0.5X TBE buffer and photographed using Tanon-2500B (Tanon, China). The molecular weight marker used was 100 bp DNA Ladder (Thermo Fisher, USA).

Supplementary Figure
Supplementary Fig. 1 Pre-treatment of WT MSCs with IL-1β increases the NLRP3 expression. WT MSCs were pretreated with/without 10 ng/mL IL-1β for 48 h, (a-c) the RNA expression levels of NLRP3, Caspase-1, and ASC were assessed by RT-PCR. (d) Protein expression levels of NLRP3, Caspase-1, and ASC were measured by western blotting. Data are representative or mean ± SD of at least three independent experiments. ns: no significance, *p < 0.05, ***p < 0.001.

Supplementary Fig. 2 Genomic PCR analysis for mouse genotyping. Genomic DNAs were obtained as detailed in the supplementary methods sections. (a) Electrophoretic results showed that except for #4 mouse, #1-#6 mice have only one band at 850bp which were all Nlpr3 KO mice. While, the WT mouse showed 666 bp band. KO: Nlrp3 KO mice; WT: wild-type mouse; MK: molecular weight marker. WT MSCs and Nlrp3 KO MSCs were cultured with/without LPS for 24 h. The RNA (b) and protein (c) expression levels of NLRP3 was determined. Data are represented as mean ± SD (ns: no significance; ***P < 0.001; ****P < 0.0001). 

Supplementary Fig. 3 Successfully overexpression of Glut1 in Nlrp3 KO MSCs. Glut1-overexpressing (OE-Glut1) or control (NC) lentivirus infected Nlrp3 KO MSCs to generate NC and OE-Glut1 cells. (a) Green fluorescence intensity of infected cells under the electron microscope. Scale bar=75 µm; (b) Western blot analysis of Glut1 and Glut3 protein expression in OE-Glut1 and NC cells.
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