3.8e-22 Nucleoside phosphate metabolic process

2.0e-22 Nucleotide metabolic process

4.5e-21 Nucleobase-containing small molecule metabolic process
5.3e-19 Purine-containing compound metabolic process
8.6e-20 Purine nucleotide metabolic process

2.0e-19 Ribonucleotide metabolic process

5.8e-20 Purine ribonucleotide metabolic process

8.1e-19 Ribose phosphate metabolic process

1.5e-18 Nucleoside monophosphate metabolic process

2.0e-19 Purine nucleoside monophosphate metabolic process
4.6e-18 Ribonucleoside monophosphate metabolic process
9.9e-19 Purine ribonucleoside monophosphate metabolic process
1.1e-17 Purine ribonucleoside triphosphate metabolic process
5.9e-19 ATP metabolic process

2.5e-17 Ribonucleoside triphosphate metabolic process
7.0e-20 Drug metabolic process

1.5e-23 Mitochondrial ATP synthesis coupled electron transport
7.9e-24 ATP synthesis coupled electron transport

8.3e-22 Oxidative phosphorylation

3.6e-27 Respiratory electron transport chain

3.4e-29 Electron transport chain

6.3e-33 Cellular respiration

7.6e-36 Energy derivation by oxidation of organic compounds
7.5e-39 Generation of precursor metabolites and energy
1.1e-18 Aerobic respiration

1.2e-19 Oxoacid metabolic process

1.3e-20 Carboxylic acid metabolic process

3.7e-19 Organic acid metabolic process

6.1e-29 Small molecule metabolic process

5.5e-38 Oxidation-reduction process

e

|

e

Supplemental Figure 1: Enriched pathways for uniquely downrequlated genes for MM repair
of VML at 3 DPI

Hierarchical clustering tree visualizing correlations of significantly enriched pathways, based on
771 uniquely downregulated DEGs for MM repair of VML at 3 days post injury (DPI) queried to
the Gene Ontology Biological Process database in ShinyGO. Dot size corresponds inversely to
p-value.



