Supplementary Data
Supplementary Data 1: Table of geographical location and farming practices of the 60 farms
Supplementary Data 2: Datasets filtered by prevalence and abundance and variation explained by each dataset
Supplementary Data 3: Comparison of clusters using different distance and clustering methods
Supplementary Data 4: Random Forest: table of variables tested, and levels per variable.
Supplementary Data 5: Boxplots of summary statistics to remove low diversity outlier samples 
Supplementary Data 6: Detecting optimal number of clusters for PAM clustering of Aitchinson distance across 18 datasets 
Supplementary Data 7: Cluster memberships of samples by PAM-clustered Aitchison distance across the 18 datasets + cluster intersects
Supplementary Data 8: PHATE comparison of count data and clr data for AIT, BC and JSD
Supplementary Data 9: Tables of mean relative abundance of Phyla and Genera for each of the three enterotypes
Supplementary Table 10: Excel with ALDEx2 results for PA1 vs PA2, PA1 vs PA3, PA2 vs PA3
Supplementary Data 11: Network correlations between genera for PA1, PA2 and PA3
Supplementary Data 12: Co-occurrence network at ASV level shows farms cluster together
Supplementary Data 13: Farms belonging to different data partitions for each of the 5 Random Forest models
 Supplementary Data 14: Important variables for each enterotype over the five Random Forest iterations

