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	Antibody
	Specie
	Dilution
	Reference

	Anti-eIF-5A2
	Rabbit polyclonal
	1:1000
	Proteintech Group, 17069-1-AP

	Anti-Ezrin
	Mouse monoclonal
	1:1000
	Thermo Fisher Scientific, MA5-13862

	Anti-FHOD1
	Rabbit polyclonal
	1:500
	Merck Millipore, ABS53

	Anti-Flag
	Mouse monoclonal
	1:1000
	Sigma-Aldrich Corporation, F3165

	Anti-Fibronectin
	Rabbit polyclonal
	1:500
	GeneTex, GTX112794

	Anti-Hypusine
	Rabbit polyclonal
	1:5000
	Merck Millipore, ABS1064

	Anti-HSP90
	Mouse monoclonal
	1:5000
	Santa Cruz Biotechnology, sc-13119

	Anti-SNAI1
	Rabbit polyclonal
	1:500
	GeneTex, GTX125918


Table S1. List of primary antibodies used for western blot.

	Antibody 
	Specie
	Dilution
	Reference

	Anti-eIF-5A2
	Rabbit polyclonal
	1:250
	Sigma-Aldrich Corporation, HPA029090

	Anti-Flag
	Rabbit polyclonal
	1:200
	Cell Signaling, #2368T

	Anti-Puromycin
	Mouse monoclonal
	1:1000
	Merck Millipore, MABE343

	Anti-mouse IgG Texas red
	Goat polyclonal
	1:600
	Invitrogen, T862


Table S2. List of primary antibodies used for immunohistochemistry and immunofluorescence.

	Antibody 
	Specie
	Dilution
	Reference

	Anti-mouse IgG Texas red
	Goat polyclonal
	1:600
	Invitrogen, T862

	Anti-rabbit IgG Alexa fluor 633
	Goat polyclonal
	1:600
	Invitrogen, A21072


Table S3. List of secondary antibodies used for immunofluorescence.

	
	
	
	
	eIF-5A2

	Patient code
	TNM Stage
	Histology
	Follow-up time (months)
	Sample
	Intensity
	Localization

	LF01
	IIb
	ADC (mainly acinar)
	31,53
	Normal tissue
	+/-
	Nucleus

	
	
	
	
	Primary tumor
	+/-
	Nucleus

	LF05
	IVa
	ADC (mainly solid)
	29,23
	Normal tissue
	+/-
	Nucleus

	
	
	
	
	Primary tumor
	+
	Cytoplasm, perinuclear

	LF09
	Ib
	ADC (mucinous mailny lepidic)
	27,57
	Normal tissue
	+/-
	Nucleus

	
	
	
	
	Primary tumor
	+/-
	Cytoplasm, perinuclear, nucleus

	LF15
	IIb
	ADC (mainly solid)
	14,23
	Normal tissue
	+/-
	Nucleus

	
	
	
	
	Primary tumor
	++
	Cytoplasm, perinuclear, nucleus

	LF19
	Ia3
	ADC (acinar)
	24,30
	Normal tissue
	+/-
	Nucleus

	
	
	
	
	Primary tumor
	++/-
	Perinuclear, nucleus 

	LF20
	IIIa
	ADC (acinar)
	12,10
	Normal tissue
	+/-
	Nucleus

	
	
	
	
	Primary tumor
	+/--
	Mainly perinuclear

	LF29
	IVb
	ADC (solid poorly differentiated)
	15,90
	Normal tissue
	+/-
	Nucleus

	
	
	
	
	Primary tumor
	++/-
	Perinuclear, nucleus


Table S4. Summary of the clinicopathological and immunohistochemical features of the patients included in the study. Samples from patients LF01, LF05, LF09, LF15, LF19, LF20, LF21 and LF29 were included in the study (n=7). ADC: adenocarcinoma.

	Gene
	Oligonucleotide sequence (5’-3’)

	siRNA EIF5A1 sense
	GUACGACUGUGGAGAAGAG

	siRNA EIF5A2 sense
	GACAGAAACUGGUGAAGUU

	EIF5A2
	Forward: AACTGCCAGAAGGTGAACTAGG

	
	Reverse: GTTTCCGTTTATTTGCAGGGT

	EIF5A2 (plasmidic)
	Forward: GGCTTCCAGCACTTACCCTA 

	
	Reverse: ATGGTCGTCCTTTGAGCACC

	EIF5A1
	Forward: TTGGCAAGGAGATTGAGCAG

	
	Reverse: TTTGCCATGGCCTTGATTGC

	EZR
	Forward: CTGAGACTGCCGTGCTCTTG

	
	Reverse: GTAAGTTTGTGCTGGTCCATCACT

	FN1
	Forward: TGCTTCCTGGCCGAAAATAC

	
	Reverse: ATCAGGCGCTGTTGTTTGTG

	FHOD1
	Forward: GCCAGCTGATGCTCTTTGTG

	
	Reverse: CAGCTTCAGGGCTGTCTTCA

	MTA1
	Forward: AGATACGTGCAGCAGAAACG

	
	Reverse: TTGACGCTGATTTGGTTCGG

	SNAI1
	Forward: CTAGGCCCTGGCTGCTACAA

	
	Reverse:CCTGGCACTGGTACTTCTTGA

	S26
	Forward:  CTGCACTAACTGTGCCCGATGCGTG

	
	Reverse:GACGCTCGCTTCAGAAATGTCCCTG


Table S5. List of oligonucleotides sequences used in RT-qPCR.

[image: ]
Figure S1. Design of specific oligonucleotides for siRNA of EIF5A1 and EIF5A2.
[image: ]
Figure S2. Fibronectin, FHOD1, Ezrin and SNAI1 protein sequence. The consecutive proline motifs are marked in red.
[image: ]
Figure S3. Linearity between cell density and MTS absorbance at 490 nm. MTS cell proliferation assays in H1395-EV and H1395-eIF-5A2 cells were performed 72h after seeding the indicated number of cells per well. Simple linear regression of experimental means (N=3 with experimental triplicates) was analyzed.
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image1.emf
HumanEIF5A2.seq  ATGGCAGACGAAATTGATTTCACTACTGGAGATGCCGGGGCTTCCAGCACTTACCCTATGCAGTGCTCGGCCTTGCGCAA            80

HumanEIF5A1.seq  ATGGCAGATGACTTGGACTTCGAGACAGGAGATGCAGGGGCCTCAGCCACCTTCCCAATGCAGTGCTCAGCATTACGTAA           80

HumanEIF5A2.seq  AAACGGCTTCGTGGTGCTCAAAGGACGACCATGCAAAATAGTGGAGATGTCAACTTCCAAAACTGGAAAGCATGGTCATG           160

HumanEIF5A1.seq  GAATGGCTTTGTGGTGCTCAAAGGCCGGCCATGTAAGATCGTCGAGATGTCTACTTCGAAGACTGGCAAGCACGGCCACG         160

HumanEIF5A2.seq  CCAAGGTTCACCTTGTTGGAATTGATATTTTCACGGGCAAAAAATATGAAGATATTTGTCCTTCTACTCACAACATGGAT                  240

HumanEIF5A1.seq  CCAAGGTCCATCTGGTTGGTATTGACATCTTTACTGGGAAGAAATATGAAGATATCTGCCCGTCAACTCATAATATGGAT                 240

HumanEIF5A2.seq  GTTCCAAATATTAAGAGAAATGATTATCAACTGATATGCATTCAAGATGGTTACCTTTCCCTGCTGACAGAAACTGGTGA  320

HumanEIF5A1.seq  GTCCCCAACATCAAAAGGAATGACTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCACTGCTCCAGGACAGCGGGGA          320

HumanEIF5A2.seq  AGTTCGTGAGGATCTTAAACTGCCAGAAGGTGAACTAGGCAAAGAAATAGAGGGAAAATACAATGCAGGTGAAGATGTAC            400

HumanEIF5A1.seq  GGTACGAGAGGACCTTCGTCTCCCTGAGGGAGACCTTGGCAAGGAGATTGAGCAGAAGTACGACTGTGGAGAAGAGATCC       400

HumanEIF5A2.seq  AGGTGTCTGTCATGTGTGCAATGAGTGAAGAATATGCTGTAGCCAT-AAAACCCTGC--AAATAAACGGAAAC                                   462

HumanEIF5A1.seq  TGATCACGGTGCTGTCTGCCATGACAGAGGAGGCAGCTGTTGCAATCAAGGCCATGGCAAAATAACTGGCTCC                           465

GTACGACTGTGGAGAAGAG siRNA oligonuclotide for

EIF5A1

GACAGAAACTGGTGAAGTT siRNA oligonuclotide for

EIF5A2


image2.emf
>sp|P02751|FINC_HUMAN Fibronectin OS=Homo sapiens OX=9606 GN=FN1 PE=1 SV=5

MLRGPGPGLLLLAVQCLGTAVPSTGASKSKRQAQQMVQPQSPVAVSQSKPGCYDNGKHYQINQQWERTYLGNALVCTCYGGSRG

FNCESKPEAEETCFDKYTGNTYRVGDTYERPKDSMIWDCTCIGAGRGRISCTIANRCHEGGQSYKIGDTWRRPHETGGYMLECVCL

GNGKGEWTCKPIAEKCFDHAAGTSYVVGETWEKPYQGWMMVDCTCLGEGSGRITCTSRNRCNDQDTRTSYRIGDTWSKKDNRGN

LLQCICTGNGRGEWKCERHTSVQTTSSGSGPFTDVRAAVYQPQPHPQ

PPP

YGHCVTDSGVVYSVGMQWLKTQGNKQMLCTCLGN

GVSCQETAVTQTYGGNSNGEPCVLPFTYNGRTFYSCTTEGRQDGHLWCSTTSNYEQDQKYSFCTDHTVLVQTRGGNSNGALCHF

PFLYNNHNYTDCTSEGRRDNMKWCGTTQNYDADQKFGFCPMAAHEEICTTNEGVMYRIGDQWDKQHDMGHMMRCTCVGNGRG

EWTCIAYSQLRDQCIVDDITYNVNDTFHKRHEEGHMLNCTCFGQGRGRWKCDPVDQCQDSETGTFYQIGDSWEKYVHGVRYQCY

CYGRGIGEWHCQPLQTYPSSSGPVEVFITETPSQPNSHPIQWNAPQPSHISKYILRWRPKNSVGRWKEATIPGHLNSYTIKGLKPGV

VYEGQLISIQQYGHQEVTRFDFTTTSTSTPVTSNTVTGETTPFSPLVATSESVTEITASSFVVSWVSASDTVSGFRVEYELSEEGDEP

QYLDLPSTATSVNIPDLLPGRKYIVNVYQISEDGEQSLILSTSQTTAPD

APPD

TTVDQVDDTSIVVRWSRPQAPITGYRIVYSPSVEGSS

TELNLPETANSVTLSDLQPGVQYNITIYAVEENQESTPVVIQQETTGTPRSDTVPSPRDLQFVEVTDVKVTIMWTPPESAVTGYRVDVI

PVNLPGEHGQRLPISRNTFAEVTGLSPGVTYYFKVFAVSHGRESKPLTAQQTTKLDAPTNLQFVNETDSTVLVRWTPPRAQITGYRLT

VGLTRRGQPRQYNVGPSVSKYPLRNLQPASEYTVSLVAIKGNQESPKATGVFTTLQPGSSIPPYNTEVTETTIVITWTPAPRIGFKLGV

RPSQGGEAPREVTSDSGSIVVSGLTPGVEYVYTIQVLRDGQERDAPIVNKVVTPLSPPTNLHLEANPDTGVLTVSWERSTTPDITGYR

ITTTPTNGQQGNSLEEVVHADQSSCTFDNLSPGLEYNVSVYTVKDDKESVPISDTIIPEVPQLTDLSFVDITDSSIGLRWTPLNSSTIIGY

RITVVAAGEGIPIFEDFVDSSVGYYTVTGLEPGIDYDISVITLINGGESAPTTLTQQTAV

PPP

TDLRFTNIGPDTMRVTWA

PPP

SIDLTNF

LVRYSPVKNEEDVAELSISPSDNAVVLTNLLPGTEYVVSVSSVYEQHESTPLRGRQKTGLDSPTGIDFSDITANSFTVHWIAPRATITG

YRIRHHPEHFSGRPREDRVPHSRNSITLTNLTPGTEYVVSIVALNGREESPLLIGQQSTVSDVPRDLEVVAATPTSLLISWDAPAVTVR

YYRITYGETGGNSPVQEFTVPGSKSTATISGLKPGVDYTITVYAVTGRGDSPASSKPISINYRTEIDKPSQMQVTDVQDNSISVKWLPS

SSPVTGYRVTTTPKNGPGPTKTKTAGPDQTEMTIEGLQPTVEYVVSVYAQNPSGESQPLVQTAVTNIDRPKGLAFTDVDVDSIKIAWE

SPQGQVSRYRVTYSSPEDGIHELFPAPDGEEDTAELQGLRPGSEYTVSVVALHDDMESQPLIGTQSTAIPAPTDLKFTQVTPTSLSAQ

WT

PPN

VQLTGYRVRVTPKEKTGPMKEINLAPDSSSVVVSGLMVATKYEVSVYALKDTLTSRPAQGVVTTLENVS

PPR

RARVTDATET

TITISWRTKTETITGFQVDAVPANGQTPIQRTIKPDVRSYTITGLQPGTDYKIYLYTLNDNARSSPVVIDASTAIDAPSNLRFLATTPNSLL

VSWQ

PPR

ARITGYIIKYEKPGS

PPR

EVVPRPRPGVTEATITGLEPGTEYTIYVIALKNNQKSEPLIGRKKTDELPQLVTLPHPNLHGPEIL

DVPSTVQKTPFVTHPGYDTGNGIQLPGTSGQQPSVGQQMIFEEHGFRRTTPPTTATPIRHRPRPY

PPN

VGEEIQIGHIPREDVDYHLY

PHGPGLNPNASTGQEALSQTTISWAPFQDTSEYIISCHPVGTDEEPLQFRVPGTSTSATLTGLTRGATYNVIVEALKDQQRHKVREEV

VTVGNSVNEGLNQPTDDSCFDPYTVSHYAVGDEWERMSESGFKLLCQCLGFGSGHFRCDSSRWCHDNGVNYKIGEKWDRQGEN

GQMMSCTCLGNGKGEFKCDPHEATCYDDGKTYHVGEQWQKEYLGAICSCTCFGGQRGWRCDNCRRPGGEPSPEGTTGQSYNQ

YSQRYHQRTNTNVNCPIECFMPLDVQADREDSRE

>sp|Q13330|MTA1_HUMAN Metastasis-associated protein MTA1 OS=Homo sapiens OX=9606 GN=MTA1 PE=1 

SV=2

MAANMYRVGDYVYFENSSSNPYLIRRIEELNKTANGNVEAKVVCFYRRRDISSTLIALADKHATLSVCYKAGPGADNGEEGEIE

EEMENPEMVDLPEKLKHQLRHRELFLSRQLESLPATHIRGKCSVTLLNETESLKSYLEREDFFFYSLVYDPQQKTLLADKGEIRVGNR

YQADITDLLKEGEEDGRDQSRLETQVWEAHNPLTDKQIDQFLVVARSVGTFARALDCSSSVRQPSLHMSAAAASRDITLFHAMDTLH

KNIYDISKAISALVPQGGPVLCRDEMEEWSASEANLFEEALEKYGKDFTDIQQDFLPWKSLTSIIEYYYMWKTTDRYVQQKRLKAAEA

ESKLKQVYIPNYNKPNPNQISVNNVKAGVVNGTGAPGQSPGAGRACESCYTTQSYQWYSW

GPPN

MQCRLCASCWTYWKKYGGL

KMPTRLDGERPGPNRSNMSPHGLPARSSGSPKFAMKTRQAFYLHTTKLTRIARRLCREILRPWHAARHPYLPINSAAIKAECTARLPE

ASQSPLVLKQAVRKPLEAVLRYLETHPRPPKPDPVKSVSSVLSSLTPAKVAPVINNGSPTILGKRSYEQHNGVDGNMKKRLLMPSRG

LANHGQARHMGPSRNLLLNGKSYPTKVRLIRGGSLPPVKRRRMNWIDAPDDVFYMATEETRKIRKLLSSSETKRAARRPYKPIALRQ

SQAL

PPRPPPP

APVNDEPIVIED

>sp|Q9Y613|FHOD1_HUMAN FH1/FH2 domain-containing protein 1 OS=Homo sapiens OX=9606 GN=FHOD1 PE=1 SV=3

MAGGEDRGDGEPVSVVTVRVQYLEDTDPFACANFPEPRRAPTCSLDGALPLGAQIPAVHRLLGAPLKLEDCALQVSPSGYYLDTELS

LEEQREMLEGFYEEISKGRKPTLILRTQLSVRVNAILEKLYSSSGPELRRSLFSLKQIFQEDKDLVPEFVHSEGLSCLIRVGAAADHNYQ

SYILRALGQLMLFVDGMLGVVAHSDTIQWLYTLCASLSRLVVKTALKLLLVFVEYSENNAPLFIRAVNSVASTTG

APPW

ANLVSILEEK

NGADPELLVYTVTLINKTLAALPDQDSFYDVTDALEQQGMEALVQRHLGTAGTDVDLRTQLVLYENALKLEDGDIEEAPGAGGRRER

RKPSSEEGKRSRRSLEGGGCPARAPEPGPTGPASPVGPTSSTGPALLTGPASSPV

GPP

SGLQASVNLFPTISVAPSADTSSERSIYK

ARFLENVAAAETEKQVALAQGRAETLAGAMPNEAGGHPDARQLWDSPETAPAARTPQSPAPCVLLRAQRSLAPEPKEPLIPASPKA

EPIWELPTRAPRLSIGDLDFSDLGEDEDQDMLNVESVEAGKDIPAPSPPLPLLSGV

PPPPP

L

PPPPP

IKGPF

PPPPP

LPLAAPLPHSVP

DSSALPTKRKTVKLFWRELKLAGGHGVSASRFGPCATLWASLDPVSVDTARLEHLFESRAKEVLPSKKAGEGRRTMTTVLDPKRSN

AINIGLTTLPPVHVIKAALLNFDEFAVSKDGIEKLLTMMPTEEERQKIEEAQLANPDIPLGPAENFLMTLASIGGLAARLQLWAFKLDYDS

MEREIAEPLFDLKVGMEQLVQNATFRCILATLLAVGNFLNGSQSSGFELSYLEKVSEVKDTVRRQSLLHHLCSLVLQTRPESSDLYSEI

PALTRCAKVDFEQLTENLGQLERRSRAAEESLRSLAKHELAPALRARLTHFLDQCARRVAMLRIVHRRVCNRFHAFLLYLGYTPQAA

REVRIMQFCHTLREFALEYRTCRERVLQQQQKQATYRERNKTRGRMITETEKFSGVAGEAPSNPSVPVAVSSGPGRGDADSHASM

KSLLTSRPEDTTHNRRSRGMVQSSSPIMPTVGPSTASPE

EPPG

SSLPSDTSDEIMDLLVQSVTKSSPRALAARERKRSRGNRKSLRR

TLKSGLGDDLVQALGLSKGPGLEV

>sp|P15311|EZRI_HUMAN Ezrin OS=Homo sapiens OX=9606 GN=EZR PE=1 SV=4

MPKPINVRVTTMDAELEFAIQPNTTGKQLFDQVVKTIGLREVWYFGLHYVDNKGFPTWLKLDKKVSAQEVRKENPLQFKFRAKFYPE

DVAEELIQDITQKLFFLQVKEGILSDEIYCPPETAVLLGSYAVQAKFGDYNKEVHKSGYLSSERLIPQRVMDQHKLTRDQWEDRIQVW

HAEHRGMLKDNAMLEYLKIAQDLEMYGINYFEIKNKKGTDLWLGVDALGLNIYEKDDKLTPKIGFPWSEIRNISFNDKKFVIKPIDKKAP

DFVFYAPRLRINKRILQLCMGNHELYMRRRKPDTIEVQQMKAQAREEKHQKQLERQQLETEKKRRETVEREKEQMMREKEELMLRL

QDYEEKTKKAERELSEQIQRALQLEEERKRAQEEAERLEADRMAALRAKEELERQAVDQIKSQEQLAAELAEYTAKIALLEEARRRKE

DEVEEWQHRAKEAQDDLVKTKEELHLVMT

APPPPPPP

VYEPVSYHVQESLQDEGAEPTGYSAELSSEGIRDDRNEEKRITEAEKNE

RVQRQLLTLSSELSQARDENKRTHNDIIHNENMRQGRDKYKTLRQIRQGNTKQRIDEFEAL

>sp|O95863|SNAI1_HUMAN Zinc finger protein SNAI1 OS=Homo sapiens OX=9606 GN=SNAI1 PE=1 

SV=2

MPRSFLVRKPSDPNRKPNYSELQDSNPEFTFQQPYDQAHLLAAI

PPP

EILNPTASLPMLIWDSVLAPQAQPIAWASLRLQESPR

VAELTSLSDEDSGKGSQPPSPPSPAPSSFSSTSVSSLEAEAYAAFPGLGQVPKQLAQLSEAKDLQARKAFNCKYCNKEYLSLGALKM

HIRSHTLPCVCGTCGKAFSRPWLLQGHVRTHTGEKPFSCPHCSRAFADRSNLRAHLQTHSDVKKYQCQACARTFSRMSLLHKHQE

SGCSGCPR


