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	number of additional mutations
	RUNX1wt
	RUNX1mut
	p-value

	
	no. (%)
	no. (%)
	

	0
	93 (19.8)
	1 (5.6)
	0.22

	1
	151 (32.3)
	2 (11.1)
	0.05

	2
	101 (21.6)
	9 (50)
	0.01

	3
	72 (15.3)
	3 (16.7)
	0.75

	4
	32 (6.8)
	2 (11.1)
	0.36

	> 4
	22 (4.7)
	1 (5.6)
	0.59

	Median
	1.7
	2.4
	0.002

	Range
	0 - 6
	0 - 5
	


Number of molecular genetic mutations detected by NGS in RUNX1-mutated (mut) and wildtype (wt) cohort. 
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