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Functional group of genetic mutation. Distribution of mutated genetic groups in RUNX1-mutated (mut) and wildtype (wt) cohort.

	functional group of additional mutation
	RUNX1wt
	RUNX1mut
	p-value

	
	no. (%)
	no. (%)
	

	Spliceosome
	11 (2)
	1 (3)
	0.38

	Epigenetic modifier
	76 (10)
	7 (22)
	0.13

	Tumor suppressor
	88 (12)
	5 (16)
	0.38

	Transcription factors
	111 (15)
	4 (13)
	0.91

	Cohesin
	22 (3)
	1 (3)
	0.89

	DNA methylation
	47 (6)
	1 (3)
	0.88

	Activated signaling
	371 (50)
	13 (41)
	0.71

	Others
	18 (2)
	0 (0)
	0.4
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