Additional file 1: Supplementary Figure S1. Expression of BARX2 in normal tissues and cancer cell lines. (A) BARX2 expression in normal tissues, analyzed by GTEx portal; (B) BARX2 expression in cancer cell lines analyzed by CCLE.


Additional file 2: Supplementary Figure S2. Epigenetic alterations of BARX2 in LIHC. (A) The exact location of the CpG locus in the BARX2 gene body was obtained from the UCSC database.


Additional file 3: Supplementary Figure S3. Prognostic value of hub genes for OS in LIHC patients.
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