Unravelling the effect of winter holiday celebrations on SARS-CoV-2 transmission
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Supplementary figure 1. All positive real-time reverse transcription PCR tests sampled at the KU Leuven test centre from 9 December 2021 to 31 March 2022. Based on national genomic monitoring, the S-gene target result of the TaqPath COVID-19 assay was used as an indicator of variants of concern. S-gene target failure was assumed to indicate the Omicron BA.1 strain. A positive S-gene result was labelled as Delta until 16th January 2022 and as Omicron BA.2 thereafter.
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[bookmark: _Int_D1y8rMUX][bookmark: _Int_qblP623a][bookmark: _Int_97qRVtIv]Supplementary figure 2. Event sizes on New Year’s Eve. Each case (not only those likely or possibly infected on NYE) was asked about the size of the gathering they attended on New Year’s Eve. Event sizes were generally limited. For example, 11 cases celebrated with only one other person present.
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[bookmark: _Int_KAdoc23e]Supplementary figure 3. The effective reproduction number as estimated using EpiInvert from nationally reported case numbers1,2. Vertical lines indicate the following dates of interest: 24 December, 25 December, 31 December, and 1 January.
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[bookmark: _Int_SJucssBi]Supplementary figure 4. Geographic spread of sequences included in the phylogenetic analysis. The maps show cases possible or likely infected on NYE (panel a), Belgian baseline surveillance cases (panel b) and a selection of cases from other European countries (panel c). In panel a, the location indicates the home address postcode rather than the location of sampling, which was the same test centre in Leuven for all NYE cases.
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