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…CATTTCATTTGGAGAGG CCTGGGTACCTCTAGAGGATCCGATACCCTGTC/ACCGG…
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XbaI BamHI

pCMV-GTN-RNA2-iLOV 2bN iLOV

AvrIIPmlI

CACGTGAACGTGGCGGAATTGTCCGAGTCTGAGATGATCGAAAAGAATTTCGTCATCAC
CGATCCACGACTTCCAGATAACCCCATTATATTCGCATCTGATGGTTTTCTCGAACTTACT
GAATACAGTAGGGAAGAAATACTTGGTAGAAATGCTCGTTTTCTCCAAGGACCAGAGACA
GATCAGGCAACTGTGCAAAAGATAAGGGACGCAATTAGAGACCAGCGGGAGACTACCG
TACAACTTATTAATTACACAAAGTCTGGCAAAAAGTTCTGGAATCTCCTGCACCTGCAGC
CTGTCAGAGATCAGAAAGGCGAGTTGCAGTATTTTATTGGAGTCCAGTTGGACGGGAGT
GACCATGTCTCCGGTGGTGGAGGCTCAGATTATAAGGATGATGATGATAAGTGAACCCCT
CCTTCCTTTCTCCCTCCAGTTTTCTGAGGCGGGAGCTGAGTTGGCAGTATTGCTACAAA
CTGTCTGAAGTCACTAAACGTTTTACGGTGAACGGGTTGTCCATCCAGCTAACGGCTAAA
ATGGTCAGTCGCGGAGAAATCCACGCCGGAGATTTACAAGTCTCTGAGGCACCTTTGAA
ACCATCTCCTAGG

Supplementary Fig. S2. Construction of pCMV-GTN-RNA2-iLOV. A 608-bp
DNA fragment consisting of the C-terminus of 2a (from the PmlI site), the iLOV
coding sequence, and the viral 3’ UTR (to the AvrII site) was synthesized and
inserted into pCMV-GTN-RNA2, which was opened with PmlI and AvrII. The
resulting construct was named pCMV-GTN-RNA2-iLOV. PmlI and AvrII sites
are underlined in the sequence.


