Supplementary Tables
Table S1. Highest and lowest heritabilities () for IgA, IgE, and IgG obtained based on individual SNP, haplotypic pseudo-SNP from blocks with different linkage disequilibrium (LD) thresholds (0.15, 0.2, 0.3, 0.4, 0.5, 0.6, 0.7, 0.8, 0.9 and 1.00), and the combinations of pseudo-SNPs and non-LD clustered SNPsa.
	Trait
	Scenario
	SNP
	Pseudo-SNP
	Combineda

	
	
	Method
	
	Method
	
	LD
	Method
	
	LD

	IgA
	Highest
	BayesL
BayesR
	0.47±0.03
0.47±0.03
	BayesL
BayesL
	0.48±0.02
0.48±0.03
	0.15
0.20
	BayesL
BayesL
	0.49±0.03b
0.49±0.02
	0.50
0.20

	
	Lowest
	BayesB
	0.36±0.02
	BayesB
	0.20±0.02
	1.00
	BayesB
	0.36±0.02
	0.15-1.00

	IgE
	Highest
	BayesA
	0.24±0.01
	BayesA
	0.24±0.01
	0.15-0.40
	BayesA
	0.24±0.01
	0.15-1.00

	
	Lowest
	GBLUP
BayesB
	0.19±0.01
0.19±0.03
	BayesR
	0.08±0.02
	1.00
	BayesB
BayesB
BayesR
GBLUP
	0.19±0.01
0.19±0.02
0.19±0.03
0.19±0.03
	0.20-0.40 & 0.50-1.00
0.15 & 0.50
0.20 & 0.40-1.00
0.15-0.90

	IgG
	Highest
	BayesL
	0.29±0.03
	BayesL
BayesCπ
	0.29±0.03
0.29±0.03
	0.15 & 0.20
0.15
	BayesL
	0.30±0.03
	0.20 & 0.50-0.60

	
	Lowest
	BayesB
	0.22±0.02
	BayesB
	0.15±0.02
	1.00
	BayesB
	0.22±0.02
	0.15-1.00


bValues in bold indicate the highest estimated heritability for the trait among all scenarios.

Table S2. Highest and lowest accuracies of genomic predictions for IgA, IgE, and IgG achieved based on individual SNP, haplotypic pseudo-SNP from blocks with different linkage disequilibrium (LD) thresholds (0.15, 0.2, 0.3, 0.4, 0.5, 0.6, 0.7, 0.8, 0.9 and 1.00), and the combinations of pseudo-SNPs and non-LD clustered SNPs1.
	Trait
	Scenario
	SNP
	Pseudo-SNP
	Combined1

	
	
	Method
	Accuracy
	Method
	Accuracy
	LD
	Method
	Accuracy
	LD

	IgA
	Highest
	BayesB
	0.79
	BayesB
	0.79
	0.15-0.20
	BayesB
	0.82
	0.15-0.30

	
	Lowest
	GBLUP
	0.49
	BayesL
BayesCπ
	0.36
0.36
	0.80-0.90
0.80
	GBLUP
	0.49
	0.50-0.60 & 0.80-1.00

	IgE
	Highest
	BayesR
	0.43
	BayesCπ
	0.60
	1.00
	BayesR
	0.45
	0.60- 0.70

	
	Lowest
	BayesB
BayesL
	0.38
0.38
	BayesB

	0.20
	0.90
	BayesA
BayesB
	0.34
0.34
	0.40
0.15

	IgG
	Highest
	BayesB
	0.13
	BayesB
	0.33
	1.00
	BayesA
BayesB
	0.13
0.13
	0.20 & 0.80
0.40 & 0.70

	
	Lowest
	BayesCπ
	0.10
	BayesB
BayesL
BayesR
BayesCπ
GBLUP
	0.11
0.11
0.11
0.11
0.11
	0.15
0.20
0.15-0.20
0.20
0.15
	BayesA
BayesL
BayesR
GBLUP
	0.09
0.09
0.09
0.09
	0.90
0.15 & 0.40
0.15
0.15


2Values in bold indicate the highest achieved accuracy for the trait among all scenarios.
