Supplementary Materials and methods
2.1.1 Search terms 
[bookmark: _Hlk66891387][bookmark: _Hlk66892335][bookmark: OLE_LINK3]PubMed, Cochrane Library, Embase, and Web of Science were searched from inception until May 2022. Search terms were as follows: (1) colon OR colonic OR rectal OR rectum OR colorectal; (2) cancer OR tumor OR tumour OR carcinoma OR neoplasm OR carcinomata; (3) miR-92 OR microRNA-92 OR hsa-mir-92 OR miR-92a OR microRNA-92a OR hsa-miR-92a OR miR-9.2; (4) sensitiv* OR (sensitivity and specificity) OR (predictive AND value*) OR (predictive value of tests) OR accuracy*. Manual searching took place to identify other relevant medical articles.
[bookmark: OLE_LINK5][bookmark: OLE_LINK4]
2.1.2 Eligibility criteria
Selection criteria were established for screening retrieved publications. Inclusion criteria were as follows: (1) CRC studies focusing on RNA related issues; (2) Sample sources for the study were based on tissue, stool, or serum/plasma ; (3) Control was gold standard colonoscopy or pathological diagnosis; (4) Sufficient data to calculate sensitivities,and specificities or to construct 2 × 2 tables for blood and stool studies.
Exclusion criteria included: (1) Duplicates; (2) Studies which did not report miR-92a and CRC from non-human samples; (3) Traditional reviews, meta-analyses, patents, conference/meetings abstracts, and non-full text articles; as well as (4) Studies with insufficient data or other studies for further analysis.

2.2.1 Inclusion and exclusion criteria
Patient inclusion criteria included: 1) Those aged through 18 to 75; 2) Patients undergoing colonoscopy or pathological examination. Exclusion criteria included: 1) Watery or contaminated stool; 2) Participants had recently been prescribed pharmaceutical interventions.

2.4.1 GEO datasets
	HNRNPA2B1 GEO_ID
	miR-92a GEO_ID

	GSE32323
	GSE18392

	GSE110223
	GSE35834

	GSE113513
	GSE49246

	GSE84984
	GSE81581

	GSE22598
	GSE108153

	GSE21510
	GSE110402



2.10 siRNA and RT-qPCR primers
	Gene
	sense（5'-3'）

	hs-HNRNPA2B1-si-1
	GGACCAGGAAGUAACUUUAdTdT

	
	UAAAGUUACUUCCUGGUCCdTdT

	hs-HNRNPA2B1-si-3
	GGCUUUGUCUAGACAAGAAdTdT

	
	UUCUUGUCUAGACAAAGCCdTdT

	GAPDH-Fwd
	TGACAACTTTGGTATCGTGGAAGG

	GAPDH-Rev
	AGGGATGATGTTCTGGAGAGCC

	hnRNPA2B1-Fwd
	ATTGATGGGAGAGTAGTTGAGCC

	hnRNPA2B1-Rev
	AATTCCGCCAACAAACAGCTT

	miR-92-Fwd
	TATTGCACTTGTCCCGGCCTG

	Universal-Rev
	GTGCAGGGTCCGAGGT

	m6A-RIP-Fwd
	AAGGCACTTGTAGCATTATG

	m6A-RIP-Rev
	CCAGAAGGAGCACTTAGG

	18S-Fwd
	GTAACCCGTTGAACCCCATT

	18S-Rev
	CCATCCAATCGGTAGTAGCG

	U6-Fwd
	CTCGCTTCGGCAGCACA

	U6-Rev
	AACGCTTCACGAATTTGCGT



