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Figure S1. B-diversity of the salivary microbiome classified based on the relative abundance of red complex.
Principal component analysis of the salivary microbiota is shown. Each point represents an individual sample.
Permutational multivariate analysis of variance was performed with the PCA distance index. low, medium

and high indicate low, medium and high relative abundance of red complex, respectively.
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Figure S2. Scatter plots of the relative abundance of P. gingivalis, T. denticola and T. forsythia.



