[image: Supplementary material S7]Supplementary material S7. Validation of 5 key genes expression in kidney organoid from Kidney Interactive Transcriptomics webpage. (A) Twelve different cell types of the kidney organoid were identified by unsupervised clustering of single-nucleus RNA sequencing, Reproduced with the permission of Springer Nature and Copyright Clearance Center, 2022. (B-F) Expression of the ISG15, IRF1, OAS1, RSAD2, and BST2 in kidney organoid. (G) Bubble plots showing cluster-specific expression of key genes. Expression of IRF1, RSAD2, and BST2 was strong in podocytes.
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