Additional Files
Additional File 1: Nucleotide-level smoothed regional disease effect coefficients for all DMGs identified by SOMNiBUS
Additional File 2: Nucleotide-level smoothed regional disease effect coefficients for all CpG regions identified by SOMNiBUS with p-value<0.05 and identified by bumphunter with q-value<0.05
Additional File 3: Overlapping CpG regions partitioned by SOMNiBUS and bumphunter ranked by significance, stratified by chromosome
Additional File 4: Histogram of number of CpG sites per CpG region partitioned by bumphunter and SOMNiBUS
Additional File 5: Networks impacted by SSc-associated CpG differential methylation identified by IPA for all 125 DMGs in the genome
Additional File 6: Networks impacted by SSc-associated CpG differential methylation identified by IPA for the 78 DMGs located on an autosomal chromosome
Additional File 7: Networks impacted by SSc-associated CpG differential methylation identified by IPA for the 47 DMGs located on chromosome X

