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Figure S1. Experimental design of feedback phase. Combinations between soils (S_FA1-C) and plant species and varieties (FA1-LP10). Control soil (red), interspecific soil (blue), intraspecific soil – same variety (light green), intraspecific soil – different variety (dark green). See ID in Table S1 for further information.
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Figure S2- Total biomass of Festuca arundinacea, Poa pratensis and Lolium perenne grass species when grown on soils with different conditioning treatments: unconditioned (black), conditioned by a different variety of the same species (light blue), conditioned by same variety (dark blue), conditioned by different species 1 (light grey), conditioned by different species 2 (darl grey). Bars and whiskers represent log10 transformed biomass + SE using a linear model. 
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Figure S3. Linear model plots of relative abundances of bacterial families at the end of the conditioning phase and plant total biomass (log10) at the end of the feedback phase in Poa pratensis. Dots represent data points, and a linear trendline was fitted (with a 95% confidence interval). Summary statistics are presented in Table S5.p < 0.05
p < 0.05
p < 0.05
p < 0.05
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Figure S4. Linear model plots of relative abundances of fungal families at the end of the conditioning phase and plant total biomass (log10) at the end of the feedback phase in (A) Lolium perenne, (B) Poa pratensis and (C-D) Festuca arundinaceae. Dots represent data points, and a linear trendline was fitted (with a 95% confidence interval). Summary statistics are presented in Table S7, S8 and Table S9)
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Figure S5. NMDS using Bray Curtis distance on the effects of plant varieties on bacterial community composition in L. perenne (A), P. pratensis (B), F. arundinacea (C) and fungal community compostion in L. perenne (D), P. pratensis (E), F. arundinacea (F). Each colour corresponds to a variety.






Table S1. List of grass species and commercial varieties used in the study.
	ID
	Plant species
	Variety

	FA1
	Festuca arundinacea
	Bardesta

	FA2
	Festuca arundinacea
	Barepar

	FA3
	Festuca arundinacea
	Firecracker

	FA4
	Festuca arundinacea
	Barmesh

	FA5
	Festuca arundinacea
	Baraline

	FA6
	Festuca arundinacea
	Justice

	FA7
	Festuca arundinacea
	RGT Nuance

	FA8
	Festuca arundinacea
	Palladio

	FA9
	Festuca arundinacea
	Barnoble

	FA10
	Festuca arundinacea
	Barcesar

	PP1
	Poa pratensis
	Barclaren

	PP2
	Poa pratensis
	Limousine

	PP3
	Poa pratensis
	Baron

	PP4
	Poa pratensis
	Barserati

	PP5
	Poa pratensis
	Barrister

	PP6
	Poa pratensis
	Barvette

	PP7
	Poa pratensis
	Barhelene

	PP8
	Poa pratensis
	Barimpala

	PP9
	Poa pratensis
	Baronial

	PP10
	Poa pratensis
	Bariris

	LP1
	Lolium perenne
	Barlancia

	LP2
	Lolium perenne
	Bargold

	LP3
	Lolium perenne
	Bareuro

	LP4
	Lolium perenne
	Eventus

	LP5
	Lolium perenne
	Eurodiamond

	LP6
	Lolium perenne
	Pinnacle III

	LP7
	Lolium perenne
	Baromario

	LP8
	Lolium perenne
	15ER 18

	LP9
	Lolium perenne
	Barprium

	LP10
	Lolium perenne
	Barprecious






Table S2. Linear mixed model of the effect of soil treatments (T), plant species (S), plant varieties (V) and interactions on total biomass of feedback phase. Plant variety (V) was nested in Plant Species (S). Pot of conditioning phase was used in the model as random factor.
	Factors
	df
	F-value 
	p

	Soil Treatments (T)
	4, 671
	172.23
	< 0.001 ***

	Plant Species (S)
	2, 671
	6.60
	< 0.01 **

	Block (B)
	4, 671
	2.45
	< 0.05 *

	Plant Species:variety (V)
	26, 671
	1.33
	> 0.05

	T x S
	8, 671
	2.02
	< 0.05 *

	T x V
	104, 671
	0.85
	> 0.05








Table S3. Linear mixed models per each species of the effect of soil treatments (T), plant varieties (V), interactions and blocks on total biomass of feedback phase. Pot of conditioning phase was used in the model as random factor whereas the biomass of the conditioning phase was used as cofactor. 
	Plant species
	Fixed-Factors
	df
	F-value 
	p value

	
	Biomass conditioning
	1, 186
	3.18
	> 0.05

	L. perenne
	Soil Treatments (T)
	3, 186
	6.99
	< 0.01 ***

	
	Plant variety (V)
	9, 186
	1.19
	> 0.05

	
	Block (B)
	4, 186
	1.97
	> 0.05

	
	T x V
	27, 186
	0.72
	> 0.05

	
	Biomass conditioning
	1, 152
	0.25
	> 0.05

	P. pratensis
	Soil Treatments (T)
	3, 152
	12.58
	< 0.001 ***

	
	Plant variety (V)
	8, 152
	3.79
	< 0.001 ***

	
	Block (B)
	4, 152
	3.87
	< 0.01 **

	
	T x V
	24, 152
	0.10
	> 0.05

	
	Biomass conditioning
	1.192
	0.065
	> 0.05

	F. arundinacea
	Soil Treatments (T)
	3, 192
	3.18
	< 0.05 *

	
	Plant variety (V)
	9, 192
	1.54
	> 0.05

	
	Block (B)
	4, 192
	0.20
	> 0.05

	
	T x V
	27, 192
	0.96
	> 0.05

	
	
	
	
	




Table S4. Relationship between the abundance of bacterial families (M) and the growth of Lolium perenne. Significant values derived from LME model are marked in bold. The model included the factors soil treatments (T), plant varieties (V), interactions and blocks (B) as fixed effects.  Pot of conditioning phase was used in the model as random factor. Due to high presence of zeros, we excluded observations that had more that had >50 zeros. Relative abundances have been subjected to Hellinger transformation and p value of relative abundance have been corrected using fdr method.
	Bacterial family 
	Fvalue
M
	Fvalue
B
	F value
T
	Fvalue
V
	p value
M
	p value
B
	p value
T
	p value
V
	N zero
	p value
M fdr

	Acetobacteraceae
	7.47
	0.22
	2.74
	0.48
	0.01
	0.64
	0.05
	0.49
	0
	0.484

	Bdellovibrionaceae
	8.46
	0.04
	2.70
	0.43
	0.00
	0.84
	0.05
	0.51
	2
	0.484

	Geobacteraceae
	3.62
	0.10
	1.31
	0.24
	0.06
	0.75
	0.28
	0.63
	42
	0.870

	Magnetospiraceae
	3.69
	0.33
	2.82
	0.47
	0.06
	0.57
	0.05
	0.50
	43
	0.870

	Opitutaceae
	4.39
	0.25
	3.04
	0.67
	0.04
	0.62
	0.03
	0.41
	0
	0.870

	Sphingomonadaceae
	4.95
	0.00
	3.28
	0.77
	0.03
	0.95
	0.03
	0.38
	0
	0.870

	Spirochaetaceae
	4.63
	0.02
	2.74
	0.85
	0.03
	0.87
	0.05
	0.36
	6
	0.870

	TRA3.20
	3.85
	0.60
	2.38
	0.54
	0.05
	0.44
	0.08
	0.46
	2
	0.870

	Verrucomicrobiaceae
	3.83
	0.28
	2.08
	0.64
	0.05
	0.59
	0.11
	0.43
	0
	0.870

	X67.14
	2.02
	0.18
	2.48
	0.67
	0.16
	0.67
	0.07
	0.42
	0
	0.921

	A0839
	2.98
	0.13
	3.02
	0.39
	0.09
	0.71
	0.04
	0.53
	26
	0.921

	AKYG1722
	2.36
	0.38
	2.59
	0.72
	0.13
	0.54
	0.06
	0.40
	10
	0.921

	Bacillaceae
	1.54
	0.22
	2.19
	0.39
	0.22
	0.64
	0.10
	0.53
	0
	0.921

	Burkholderiaceae
	1.82
	0.22
	2.74
	0.42
	0.18
	0.64
	0.05
	0.52
	0
	0.921

	Chthoniobacteraceae
	0.98
	0.08
	2.78
	0.58
	0.33
	0.78
	0.05
	0.45
	0
	0.921

	CPla.3_termite_group
	2.61
	0.01
	1.82
	0.60
	0.11
	0.92
	0.15
	0.44
	1
	0.921

	Desulfarculaceae
	1.01
	0.19
	2.61
	0.47
	0.32
	0.66
	0.06
	0.50
	14
	0.921

	Devosiaceae
	1.32
	0.12
	2.68
	0.48
	0.25
	0.73
	0.05
	0.49
	0
	0.921

	env.OPS_17
	1.25
	0.13
	2.71
	0.64
	0.27
	0.72
	0.05
	0.42
	4
	0.921

	Family_XVIII
	1.40
	0.10
	2.35
	0.48
	0.24
	0.75
	0.08
	0.49
	37
	0.921

	Fibrobacteraceae
	1.25
	0.22
	2.74
	0.56
	0.27
	0.64
	0.05
	0.46
	2
	0.921

	Fimbriimonadaceae
	2.24
	0.30
	2.62
	0.64
	0.14
	0.59
	0.06
	0.42
	8
	0.921

	Geminicoccaceae
	1.89
	0.30
	2.68
	0.52
	0.17
	0.59
	0.05
	0.47
	39
	0.921

	Gemmatimonadaceae
	0.99
	0.22
	2.56
	0.38
	0.32
	0.64
	0.06
	0.54
	0
	0.921

	Geodermatophilaceae
	1.52
	0.02
	2.53
	0.45
	0.22
	0.89
	0.06
	0.50
	0
	0.921

	Haliangiaceae
	1.66
	0.14
	2.27
	0.72
	0.20
	0.71
	0.09
	0.40
	0
	0.921

	Hyphomonadaceae
	1.38
	0.46
	2.17
	0.42
	0.24
	0.50
	0.10
	0.52
	0
	0.921

	Ilumatobacteraceae
	0.82
	0.26
	2.48
	0.49
	0.37
	0.61
	0.07
	0.49
	26
	0.921

	JG30.KF.CM45
	0.93
	0.17
	2.90
	0.53
	0.34
	0.69
	0.04
	0.47
	0
	0.921

	KD3.10
	1.16
	0.14
	2.99
	0.55
	0.28
	0.71
	0.04
	0.46
	38
	0.921

	KF.JG30.B3
	2.30
	0.26
	2.79
	0.42
	0.13
	0.61
	0.05
	0.52
	0
	0.921

	Kineosporiaceae
	1.14
	0.15
	2.98
	0.50
	0.29
	0.70
	0.04
	0.48
	2
	0.921

	Legionellaceae
	1.07
	0.09
	2.26
	0.55
	0.30
	0.77
	0.09
	0.46
	29
	0.921

	Limnochordaceae
	1.43
	0.14
	2.49
	0.37
	0.23
	0.71
	0.07
	0.54
	10
	0.921

	Methyloligellaceae
	1.05
	0.16
	2.86
	0.68
	0.31
	0.69
	0.04
	0.41
	2
	0.921

	Micrococcaceae
	1.13
	0.07
	2.25
	0.54
	0.29
	0.79
	0.09
	0.46
	0
	0.921

	Microscillaceae
	1.63
	0.08
	2.74
	0.54
	0.20
	0.78
	0.05
	0.47
	0
	0.921

	Nitrosomonadaceae
	0.82
	0.06
	2.84
	0.45
	0.37
	0.80
	0.04
	0.50
	0
	0.921

	P3OB.42
	0.86
	0.14
	2.96
	0.68
	0.36
	0.71
	0.04
	0.41
	41
	0.921

	Phycisphaeraceae
	0.87
	0.26
	2.43
	0.43
	0.35
	0.61
	0.07
	0.51
	0
	0.921

	Planococcaceae
	1.01
	0.19
	2.17
	0.49
	0.32
	0.66
	0.10
	0.48
	0
	0.921

	Pseudonocardiaceae
	1.32
	0.11
	2.98
	0.59
	0.25
	0.74
	0.04
	0.45
	0
	0.921

	Rhodocyclaceae
	1.28
	0.10
	1.80
	0.36
	0.26
	0.75
	0.16
	0.55
	39
	0.921

	Rhodospirillaceae
	1.55
	0.14
	2.53
	0.58
	0.22
	0.71
	0.06
	0.45
	14
	0.921

	SM2D12
	2.04
	0.04
	3.06
	0.32
	0.16
	0.85
	0.03
	0.57
	8
	0.921

	Sphingobacteriaceae
	2.36
	0.05
	2.81
	0.58
	0.13
	0.83
	0.05
	0.45
	34
	0.921

	Sporolactobacillaceae
	1.98
	0.03
	2.56
	0.39
	0.16
	0.86
	0.06
	0.53
	2
	0.921

	Streptomycetaceae
	0.82
	0.09
	2.76
	0.50
	0.37
	0.76
	0.05
	0.48
	0
	0.921

	Streptosporangiaceae
	1.59
	0.27
	2.47
	0.54
	0.21
	0.60
	0.07
	0.46
	0
	0.921

	Unknown_Family
	1.85
	0.35
	3.17
	0.31
	0.18
	0.56
	0.03
	0.58
	0
	0.921

	Vermiphilaceae
	0.97
	0.09
	2.78
	0.71
	0.33
	0.76
	0.05
	0.40
	22
	0.921

	Xanthomonadaceae
	1.57
	0.04
	2.80
	0.33
	0.21
	0.84
	0.05
	0.56
	0
	0.921

	Iamiaceae
	0.77
	0.07
	2.43
	0.45
	0.38
	0.79
	0.07
	0.51
	42
	0.929

	Nakamurellaceae
	0.76
	0.13
	2.52
	0.65
	0.39
	0.72
	0.06
	0.42
	10
	0.929

	AKIW781
	0.69
	0.19
	2.88
	0.42
	0.41
	0.67
	0.04
	0.52
	24
	0.967

	A21b
	0.03
	0.17
	2.66
	0.50
	0.87
	0.68
	0.05
	0.48
	0
	0.990

	A4b
	0.06
	0.20
	2.67
	0.53
	0.81
	0.66
	0.05
	0.47
	0
	0.990

	Acidobacteriaceae_.Subgroup_1.
	0.23
	0.09
	2.72
	0.51
	0.63
	0.76
	0.05
	0.48
	0
	0.990

	Acidothermaceae
	0.30
	0.19
	2.36
	0.50
	0.58
	0.67
	0.08
	0.48
	0
	0.990

	AKYH767
	0.08
	0.17
	2.62
	0.56
	0.77
	0.68
	0.06
	0.45
	5
	0.990

	Alicyclobacillaceae
	0.54
	0.22
	2.67
	0.65
	0.46
	0.64
	0.05
	0.42
	12
	0.990

	Anaerolineaceae
	0.02
	0.18
	2.67
	0.50
	0.89
	0.67
	0.05
	0.48
	0
	0.990

	Archangiaceae
	0.25
	0.14
	2.49
	0.51
	0.62
	0.71
	0.07
	0.48
	0
	0.990

	B1.7BS
	0.29
	0.12
	2.59
	0.46
	0.59
	0.73
	0.06
	0.50
	24
	0.990

	Beijerinckiaceae
	0.34
	0.25
	2.71
	0.44
	0.56
	0.62
	0.05
	0.51
	5
	0.990

	BIrii41
	0.17
	0.21
	2.51
	0.50
	0.68
	0.64
	0.07
	0.48
	0
	0.990

	Blastocatellaceae
	0.04
	0.20
	2.64
	0.50
	0.84
	0.66
	0.06
	0.48
	0
	0.990

	Caldilineaceae
	0.07
	0.20
	2.62
	0.49
	0.79
	0.66
	0.06
	0.49
	18
	0.990

	Chitinophagaceae
	0.07
	0.17
	2.64
	0.52
	0.80
	0.68
	0.06
	0.47
	0
	0.990

	Chthonomonadaceae
	0.06
	0.21
	2.56
	0.47
	0.80
	0.65
	0.06
	0.50
	9
	0.990

	Clostridiaceae_1
	0.08
	0.18
	2.61
	0.53
	0.78
	0.67
	0.06
	0.47
	2
	0.990

	Dongiaceae
	0.07
	0.16
	2.66
	0.51
	0.79
	0.69
	0.06
	0.48
	0
	0.990

	Elsteraceae
	0.38
	0.12
	2.58
	0.48
	0.54
	0.73
	0.06
	0.49
	32
	0.990

	Frankiaceae
	0.47
	0.17
	2.27
	0.51
	0.50
	0.68
	0.09
	0.48
	0
	0.990

	Gaiellaceae
	0.06
	0.16
	2.66
	0.54
	0.81
	0.69
	0.05
	0.46
	0
	0.990

	Gemmataceae
	0.36
	0.13
	2.62
	0.51
	0.55
	0.72
	0.06
	0.48
	0
	0.990

	Gimesiaceae
	0.23
	0.12
	2.68
	0.49
	0.63
	0.73
	0.05
	0.49
	38
	0.990

	Halanaerobiaceae
	0.04
	0.18
	2.67
	0.51
	0.84
	0.67
	0.05
	0.48
	34
	0.990

	Heliobacteriaceae
	0.61
	0.27
	2.27
	0.64
	0.44
	0.61
	0.09
	0.43
	24
	0.990

	Holophagaceae
	0.53
	0.10
	2.06
	0.42
	0.47
	0.75
	0.11
	0.52
	1
	0.990

	Intrasporangiaceae
	0.02
	0.15
	2.65
	0.49
	0.88
	0.70
	0.06
	0.49
	0
	0.990

	Isosphaeraceae
	0.10
	0.22
	2.68
	0.52
	0.75
	0.64
	0.05
	0.47
	0
	0.990

	JG30.KF.AS9
	0.02
	0.19
	2.60
	0.48
	0.90
	0.66
	0.06
	0.49
	0
	0.990

	Ktedonobacteraceae
	0.27
	0.21
	2.64
	0.52
	0.60
	0.65
	0.06
	0.47
	0
	0.990

	Labraceae
	0.03
	0.18
	2.66
	0.49
	0.87
	0.67
	0.05
	0.48
	15
	0.990

	Methylacidiphilaceae
	0.14
	0.15
	2.52
	0.56
	0.71
	0.70
	0.07
	0.46
	15
	0.990

	Micavibrionaceae
	0.47
	0.17
	2.63
	0.36
	0.50
	0.68
	0.06
	0.55
	23
	0.990

	Microbacteriaceae
	0.15
	0.23
	2.64
	0.47
	0.70
	0.63
	0.06
	0.49
	10
	0.990

	Micromonosporaceae
	0.02
	0.17
	2.66
	0.50
	0.90
	0.68
	0.05
	0.48
	1
	0.990

	Mycobacteriaceae
	0.03
	0.14
	2.64
	0.48
	0.87
	0.71
	0.06
	0.49
	0
	0.990

	Myxococcaceae
	0.04
	0.17
	2.64
	0.52
	0.84
	0.68
	0.06
	0.47
	37
	0.990

	Nocardioidaceae
	0.46
	0.10
	2.66
	0.53
	0.50
	0.76
	0.05
	0.47
	0
	0.990

	NS9_marine_group
	0.42
	0.35
	2.61
	0.53
	0.52
	0.56
	0.06
	0.47
	38
	0.990

	Omnitrophaceae
	0.51
	0.23
	2.58
	0.49
	0.48
	0.63
	0.06
	0.49
	2
	0.990

	Paenibacillaceae
	0.52
	0.18
	2.43
	0.46
	0.47
	0.67
	0.07
	0.50
	0
	0.990

	Pedosphaeraceae
	0.08
	0.17
	2.68
	0.53
	0.77
	0.68
	0.05
	0.47
	0
	0.990

	Phaselicystidaceae
	0.04
	0.17
	2.63
	0.51
	0.85
	0.68
	0.06
	0.47
	26
	0.990

	Pirellulaceae
	0.36
	0.18
	2.77
	0.46
	0.55
	0.67
	0.05
	0.50
	0
	0.990

	Polyangiaceae
	0.07
	0.15
	2.69
	0.50
	0.79
	0.70
	0.05
	0.48
	0
	0.990

	Pyrinomonadaceae
	0.24
	0.16
	2.71
	0.45
	0.63
	0.69
	0.05
	0.51
	2
	0.990

	Reyranellaceae
	0.14
	0.18
	2.71
	0.45
	0.71
	0.67
	0.05
	0.50
	0
	0.990

	Rhizobiales_Incertae_Sedis
	0.25
	0.18
	2.75
	0.61
	0.62
	0.67
	0.05
	0.44
	0
	0.990

	Rhodanobacteraceae
	0.62
	0.07
	2.64
	0.43
	0.43
	0.79
	0.06
	0.51
	0
	0.990

	Roseiflexaceae
	0.16
	0.13
	2.71
	0.44
	0.69
	0.71
	0.05
	0.51
	0
	0.990

	Rubinisphaeraceae
	0.15
	0.17
	2.68
	0.42
	0.70
	0.68
	0.05
	0.52
	1
	0.990

	Sandaracinaceae
	0.03
	0.16
	2.65
	0.51
	0.87
	0.69
	0.06
	0.48
	0
	0.990

	SC.I.84
	0.15
	0.18
	2.70
	0.56
	0.70
	0.67
	0.05
	0.46
	0
	0.990

	Solibacteraceae_.Subgroup_3.
	0.21
	0.17
	2.64
	0.51
	0.65
	0.68
	0.06
	0.48
	0
	0.990

	Solirubrobacteraceae
	0.18
	0.10
	2.55
	0.49
	0.67
	0.75
	0.06
	0.49
	0
	0.990

	Steroidobacteraceae
	0.29
	0.20
	2.58
	0.44
	0.59
	0.65
	0.06
	0.51
	9
	0.990

	Thermoactinomycetaceae
	0.32
	0.06
	2.33
	0.42
	0.58
	0.81
	0.08
	0.52
	2
	0.990

	Thermoanaerobaculaceae
	0.14
	0.19
	2.40
	0.50
	0.71
	0.66
	0.07
	0.48
	0
	0.990

	Thermomicrobiaceae
	0.32
	0.14
	2.49
	0.47
	0.57
	0.71
	0.07
	0.50
	31
	0.990

	Thermomonosporaceae
	0.07
	0.17
	2.67
	0.51
	0.79
	0.68
	0.05
	0.47
	10
	0.990

	URHD0088
	0.05
	0.20
	2.68
	0.48
	0.82
	0.66
	0.05
	0.49
	24
	0.990

	WD2101_soil_group
	0.17
	0.18
	2.52
	0.48
	0.68
	0.67
	0.07
	0.49
	0
	0.990

	Xanthobacteraceae
	0.48
	0.03
	2.80
	0.64
	0.49
	0.85
	0.05
	0.43
	0
	0.990

	Xiphinematobacteraceae
	0.04
	0.17
	2.65
	0.49
	0.85
	0.68
	0.06
	0.48
	4
	0.990

	BSV26
	0.01
	0.17
	2.66
	0.49
	0.92
	0.68
	0.05
	0.48
	41
	0.998

	Caulobacteraceae
	0.00
	0.18
	2.52
	0.50
	1.00
	0.68
	0.07
	0.48
	1
	0.998

	Cryptosporangiaceae
	0.00
	0.18
	2.65
	0.50
	0.98
	0.68
	0.06
	0.48
	24
	0.998

	Diplorickettsiaceae
	0.00
	0.18
	2.59
	0.50
	0.98
	0.68
	0.06
	0.48
	12
	0.998

	Hydrogenedensaceae
	0.00
	0.18
	2.65
	0.49
	0.99
	0.68
	0.06
	0.48
	32
	0.998

	Hyphomicrobiaceae
	0.00
	0.18
	2.65
	0.50
	1.00
	0.68
	0.06
	0.48
	0
	0.998

	Koribacteraceae
	0.00
	0.17
	2.66
	0.50
	0.97
	0.68
	0.05
	0.48
	9
	0.998

	Micropepsaceae
	0.00
	0.17
	2.66
	0.50
	0.95
	0.68
	0.06
	0.48
	0
	0.998

	Nitrospiraceae
	0.01
	0.17
	2.65
	0.51
	0.94
	0.68
	0.06
	0.48
	0
	0.998

	Peptostreptococcaceae
	0.00
	0.17
	2.54
	0.50
	1.00
	0.68
	0.06
	0.48
	19
	0.998

	Rhizobiaceae
	0.00
	0.18
	2.66
	0.49
	0.95
	0.67
	0.06
	0.48
	0
	0.998

	Solimonadaceae
	0.00
	0.18
	2.60
	0.50
	0.99
	0.68
	0.06
	0.48
	1
	0.998





Table S5. Relationship between the abundance of bacterial families (M) and the growth of Poa pratensis. Significant values derived from LME model are marked in bold. The model included the factors soil treatments (T), plant varieties (V), interactions and blocks (B) as fixed effects.  Pot of conditioning phase was used in the model as random factor. Due to high presence of zeros, we excluded observations that had more that had >50 zeros Relative abundances have been subjected to Hellinger transformation.
	Bacterial Family
	Fvalue
M
	Fvalue 
B
	Fvalue
T
	Fvalue V
	p value M
	p value
B
	p value
T
	p value     V
	N zero
	p value
M fdr

	A0839
	2.09
	2.02
	1.09
	0.36
	0.15
	0.16
	0.30
	0.55
	22
	0.486677

	A21b
	0.04
	2.19
	1.35
	0.48
	0.84
	0.14
	0.25
	0.49
	0
	0.94325

	A4b
	0.86
	2.71
	1.42
	0.56
	0.36
	0.10
	0.24
	0.46
	0
	0.7612

	Acetobacteraceae
	1.90
	2.20
	1.72
	0.46
	0.17
	0.14
	0.19
	0.50
	0
	0.513649

	Acidiferrobacteraceae
	0.08
	2.32
	1.40
	0.52
	0.78
	0.13
	0.24
	0.48
	37
	0.93354

	Acidobacteriaceae_.Subgroup_1.
	2.52
	1.65
	0.91
	0.19
	0.12
	0.20
	0.34
	0.66
	0
	0.442672

	Acidothermaceae
	2.61
	2.97
	1.08
	0.43
	0.11
	0.09
	0.30
	0.51
	0
	0.442672

	AKIW781
	0.22
	2.51
	1.30
	0.45
	0.64
	0.12
	0.26
	0.51
	18
	0.857647

	AKYG1722
	1.64
	2.41
	1.12
	0.22
	0.20
	0.12
	0.29
	0.64
	9
	0.537595

	AKYH767
	6.75
	4.92
	0.28
	0.90
	0.01
	0.03
	0.60
	0.34
	4
	0.134204

	Alicyclobacillaceae
	0.06
	2.33
	1.37
	0.52
	0.81
	0.13
	0.24
	0.47
	15
	0.937079

	Anaerolineaceae
	1.15
	2.67
	1.07
	0.57
	0.29
	0.11
	0.30
	0.45
	0
	0.672033

	Archangiaceae
	0.67
	2.68
	1.06
	0.55
	0.42
	0.10
	0.31
	0.46
	0
	0.788832

	B1.7BS
	3.53
	1.91
	1.48
	0.99
	0.06
	0.17
	0.23
	0.32
	21
	0.326282

	Bacillaceae
	5.57
	3.25
	1.41
	0.37
	0.02
	0.07
	0.24
	0.54
	0
	0.200397

	Bdellovibrionaceae
	0.44
	2.54
	1.25
	0.42
	0.51
	0.11
	0.27
	0.52
	1
	0.793253

	Beijerinckiaceae
	0.34
	2.53
	1.28
	0.59
	0.56
	0.11
	0.26
	0.44
	5
	0.809587

	BIrii41
	0.47
	2.65
	1.40
	0.62
	0.50
	0.11
	0.24
	0.43
	0
	0.789699

	Blastocatellaceae
	1.11
	2.73
	1.31
	0.21
	0.29
	0.10
	0.25
	0.65
	0
	0.672033

	BSV26
	0.50
	2.54
	1.27
	0.51
	0.48
	0.11
	0.26
	0.48
	32
	0.788832

	Burkholderiaceae
	2.37
	2.54
	1.45
	0.36
	0.13
	0.11
	0.23
	0.55
	0
	0.459735

	Caldilineaceae
	0.11
	2.32
	1.32
	0.47
	0.74
	0.13
	0.25
	0.50
	14
	0.910229

	Catenulisporaceae
	0.42
	2.54
	1.42
	0.59
	0.52
	0.11
	0.24
	0.45
	42
	0.793253

	Caulobacteraceae
	1.37
	1.90
	1.02
	0.56
	0.25
	0.17
	0.31
	0.46
	2
	0.603218

	Chitinophagaceae
	0.61
	2.37
	1.13
	0.50
	0.44
	0.13
	0.29
	0.48
	0
	0.788832

	Chthoniobacteraceae
	1.85
	2.86
	1.64
	0.84
	0.18
	0.09
	0.20
	0.36
	0
	0.517504

	Chthonomonadaceae
	0.12
	2.30
	1.29
	0.56
	0.73
	0.13
	0.26
	0.46
	12
	0.909084

	Clostridiaceae_1
	0.68
	1.92
	1.55
	0.59
	0.41
	0.17
	0.22
	0.44
	3
	0.788832

	CPla.3_termite_group
	10.94
	3.04
	1.13
	1.39
	0.00
	0.08
	0.29
	0.24
	2
	0.039978

	Cryptosporangiaceae
	0.96
	2.17
	1.14
	0.40
	0.33
	0.14
	0.29
	0.53
	19
	0.729344

	Desulfarculaceae
	0.42
	2.56
	1.47
	0.47
	0.52
	0.11
	0.23
	0.50
	10
	0.793253

	Devosiaceae
	4.76
	3.65
	1.15
	1.18
	0.03
	0.06
	0.29
	0.28
	0
	0.23895

	Diplorickettsiaceae
	4.83
	1.85
	1.11
	0.91
	0.03
	0.18
	0.29
	0.34
	10
	0.23895

	Dongiaceae
	0.00
	2.26
	1.33
	0.48
	0.95
	0.14
	0.25
	0.49
	0
	0.978505

	Elsteraceae
	0.50
	2.29
	1.24
	0.35
	0.48
	0.13
	0.27
	0.55
	30
	0.788832

	env.OPS_17
	0.74
	2.21
	1.12
	0.58
	0.39
	0.14
	0.29
	0.45
	4
	0.787781

	Family_XVIII
	0.27
	2.19
	1.31
	0.54
	0.60
	0.14
	0.25
	0.47
	30
	0.8336

	Fibrobacteraceae
	0.19
	2.29
	1.18
	0.48
	0.66
	0.13
	0.28
	0.49
	1
	0.864408

	Fimbriimonadaceae
	0.38
	2.26
	1.52
	0.55
	0.54
	0.14
	0.22
	0.46
	8
	0.798172

	Frankiaceae
	5.01
	1.30
	0.88
	0.38
	0.03
	0.26
	0.35
	0.54
	0
	0.23895

	Gaiellaceae
	0.12
	2.30
	1.40
	0.46
	0.73
	0.13
	0.24
	0.50
	0
	0.909084

	Geminicoccaceae
	0.28
	2.41
	1.30
	0.47
	0.60
	0.12
	0.26
	0.50
	28
	0.831957

	Gemmataceae
	0.05
	2.27
	1.36
	0.52
	0.82
	0.14
	0.25
	0.47
	0
	0.938543

	Gemmatimonadaceae
	0.03
	2.26
	1.26
	0.50
	0.87
	0.14
	0.26
	0.48
	0
	0.955244

	Geobacteraceae
	11.49
	2.60
	2.10
	0.48
	0.00
	0.11
	0.15
	0.49
	35
	0.039978

	Geodermatophilaceae
	3.54
	1.88
	1.88
	1.24
	0.06
	0.17
	0.17
	0.27
	0
	0.326282

	Gimesiaceae
	0.35
	2.51
	1.37
	0.29
	0.56
	0.12
	0.24
	0.59
	28
	0.809587

	Halanaerobiaceae
	2.19
	2.77
	1.32
	0.50
	0.14
	0.10
	0.25
	0.48
	27
	0.486677

	Haliangiaceae
	6.92
	2.06
	0.91
	0.91
	0.01
	0.15
	0.34
	0.34
	0
	0.134204

	Heliobacteriaceae
	4.56
	2.19
	0.80
	0.36
	0.04
	0.14
	0.37
	0.55
	21
	0.246051

	Holophagaceae
	2.76
	2.59
	1.41
	0.78
	0.10
	0.11
	0.24
	0.38
	1
	0.419134

	Hydrogenedensaceae
	0.23
	2.52
	1.26
	0.54
	0.63
	0.12
	0.26
	0.46
	25
	0.857372

	Hyphomicrobiaceae
	0.04
	2.27
	1.36
	0.47
	0.85
	0.14
	0.25
	0.50
	0
	0.94325

	Hyphomonadaceae
	0.00
	2.26
	1.33
	0.45
	0.97
	0.14
	0.25
	0.50
	0
	0.978505

	Iamiaceae
	1.45
	2.84
	1.93
	1.05
	0.23
	0.10
	0.17
	0.31
	36
	0.60171

	Ilumatobacteraceae
	0.45
	2.65
	1.41
	0.60
	0.50
	0.11
	0.24
	0.44
	28
	0.790425

	Intrasporangiaceae
	0.69
	2.50
	1.28
	0.42
	0.41
	0.12
	0.26
	0.52
	0
	0.788832

	Isosphaeraceae
	2.85
	3.66
	1.84
	1.29
	0.10
	0.06
	0.18
	0.26
	0
	0.419134

	JG30.KF.AS9
	1.76
	2.52
	1.27
	0.05
	0.19
	0.12
	0.26
	0.83
	0
	0.525663

	JG30.KF.CM45
	0.08
	2.34
	1.30
	0.43
	0.78
	0.13
	0.26
	0.51
	0
	0.931432

	KD3.10
	0.01
	2.28
	1.32
	0.48
	0.94
	0.13
	0.25
	0.49
	29
	0.978505

	KF.JG30.B3
	2.00
	2.22
	1.07
	0.64
	0.16
	0.14
	0.30
	0.43
	0
	0.501585

	Kineosporiaceae
	2.13
	3.13
	1.37
	0.31
	0.15
	0.08
	0.25
	0.58
	2
	0.486677

	Koribacteraceae
	0.21
	2.48
	1.29
	0.46
	0.64
	0.12
	0.26
	0.50
	10
	0.857647

	Ktedonobacteraceae
	2.39
	3.39
	1.16
	0.24
	0.13
	0.07
	0.28
	0.62
	0
	0.459735

	Labraceae
	3.32
	1.76
	1.60
	0.68
	0.07
	0.19
	0.21
	0.41
	11
	0.341043

	Legionellaceae
	0.77
	1.97
	1.41
	0.76
	0.38
	0.16
	0.24
	0.38
	19
	0.787781

	Leptospiraceae
	0.09
	1.84
	1.23
	0.49
	0.77
	0.18
	0.27
	0.49
	44
	0.931432

	Limnochordaceae
	0.04
	2.26
	1.36
	0.49
	0.84
	0.14
	0.25
	0.49
	8
	0.94325

	Magnetospiraceae
	0.55
	2.56
	1.50
	0.34
	0.46
	0.11
	0.22
	0.56
	31
	0.788832

	Methylacidiphilaceae
	0.76
	1.99
	1.16
	0.50
	0.39
	0.16
	0.28
	0.48
	8
	0.787781

	Methyloligellaceae
	0.26
	2.51
	1.12
	0.49
	0.61
	0.12
	0.29
	0.49
	2
	0.841293

	Micavibrionaceae
	0.09
	2.20
	1.27
	0.55
	0.77
	0.14
	0.26
	0.46
	14
	0.931432

	Microbacteriaceae
	0.01
	2.29
	1.33
	0.43
	0.91
	0.13
	0.25
	0.52
	7
	0.978492

	Micrococcaceae
	1.36
	1.81
	1.37
	0.68
	0.25
	0.18
	0.24
	0.41
	0
	0.603218

	Micromonosporaceae
	2.11
	2.81
	1.60
	0.52
	0.15
	0.10
	0.21
	0.47
	2
	0.486677

	Micropepsaceae
	2.13
	2.39
	0.87
	0.44
	0.15
	0.13
	0.35
	0.51
	0
	0.486677

	Microscillaceae
	6.71
	3.75
	1.62
	1.72
	0.01
	0.06
	0.21
	0.19
	0
	0.134204

	Mitochondria
	3.12
	0.55
	0.53
	0.15
	0.08
	0.46
	0.47
	0.70
	48
	0.376686

	Mycobacteriaceae
	0.03
	2.23
	1.36
	0.51
	0.86
	0.14
	0.25
	0.48
	0
	0.946168

	Myxococcaceae
	1.08
	2.30
	1.68
	0.46
	0.30
	0.13
	0.20
	0.50
	27
	0.677951

	Nakamurellaceae
	0.93
	2.53
	1.28
	0.68
	0.34
	0.12
	0.26
	0.41
	5
	0.738324

	Nitrosomonadaceae
	2.78
	3.18
	1.40
	1.04
	0.10
	0.08
	0.24
	0.31
	0
	0.419134

	Nitrospiraceae
	0.01
	2.30
	1.27
	0.49
	0.93
	0.13
	0.26
	0.49
	0
	0.978505

	Nocardioidaceae
	1.94
	3.12
	1.24
	0.93
	0.17
	0.08
	0.27
	0.34
	0
	0.509139

	NS11.12_marine_group
	1.14
	1.81
	0.86
	0.19
	0.29
	0.18
	0.36
	0.66
	39
	0.672033

	NS9_marine_group
	1.41
	2.60
	1.31
	0.94
	0.24
	0.11
	0.26
	0.34
	38
	0.603218

	Omnitrophaceae
	0.76
	2.88
	1.24
	0.60
	0.39
	0.09
	0.27
	0.44
	2
	0.787781

	Opitutaceae
	11.50
	5.76
	0.43
	0.73
	0.00
	0.02
	0.51
	0.40
	0
	0.039978

	P3OB.42
	0.56
	2.26
	1.39
	0.46
	0.46
	0.14
	0.24
	0.50
	26
	0.788832

	Paenibacillaceae
	4.07
	2.73
	1.33
	0.47
	0.05
	0.10
	0.25
	0.49
	0
	0.267552

	Pedosphaeraceae
	3.62
	1.91
	1.53
	0.50
	0.06
	0.17
	0.22
	0.48
	0
	0.326282

	Peptostreptococcaceae
	1.67
	1.72
	1.02
	0.87
	0.20
	0.19
	0.32
	0.35
	10
	0.537569

	Phaselicystidaceae
	3.46
	2.15
	1.60
	0.36
	0.07
	0.15
	0.21
	0.55
	15
	0.328311

	Phycisphaeraceae
	0.52
	2.41
	1.31
	0.44
	0.47
	0.12
	0.26
	0.51
	0
	0.788832

	Pirellulaceae
	0.52
	1.93
	1.25
	0.52
	0.47
	0.17
	0.27
	0.47
	0
	0.788832

	Planococcaceae
	10.33
	5.03
	1.37
	0.35
	0.00
	0.03
	0.24
	0.56
	0
	0.048028

	Polyangiaceae
	5.99
	3.11
	1.44
	0.60
	0.02
	0.08
	0.23
	0.44
	0
	0.174894

	Pseudonocardiaceae
	0.64
	1.96
	1.35
	0.37
	0.43
	0.16
	0.25
	0.54
	0
	0.788832

	Pyrinomonadaceae
	0.00
	2.23
	1.32
	0.49
	0.96
	0.14
	0.25
	0.49
	3
	0.978505

	Reyranellaceae
	0.33
	2.36
	1.45
	0.45
	0.57
	0.13
	0.23
	0.51
	0
	0.809587

	Rhizobiaceae
	0.02
	2.30
	1.34
	0.46
	0.90
	0.13
	0.25
	0.50
	0
	0.970857

	Rhizobiales_Incertae_Sedis
	0.00
	2.10
	1.33
	0.48
	0.98
	0.15
	0.25
	0.49
	0
	0.978505

	Rhodanobacteraceae
	0.06
	2.33
	1.38
	0.53
	0.80
	0.13
	0.24
	0.47
	0
	0.937079

	Rhodocyclaceae
	7.75
	2.77
	1.72
	0.54
	0.01
	0.10
	0.19
	0.46
	33
	0.119498

	Rhodospirillaceae
	11.10
	3.90
	0.66
	1.42
	0.00
	0.05
	0.42
	0.24
	13
	0.039978

	Roseiflexaceae
	0.06
	2.14
	1.21
	0.46
	0.80
	0.15
	0.27
	0.50
	0
	0.937079

	Rubinisphaeraceae
	0.12
	2.24
	1.42
	0.47
	0.73
	0.14
	0.24
	0.50
	1
	0.909084

	Sandaracinaceae
	0.00
	2.27
	1.33
	0.48
	0.98
	0.13
	0.25
	0.49
	0
	0.978505

	SC.I.84
	0.59
	2.67
	1.32
	0.54
	0.45
	0.11
	0.25
	0.46
	0
	0.788832

	SM2D12
	0.58
	1.85
	1.47
	0.63
	0.45
	0.18
	0.23
	0.43
	7
	0.788832

	Solibacteraceae_.Subgroup_3.
	0.14
	2.19
	1.31
	0.48
	0.71
	0.14
	0.25
	0.49
	0
	0.909084

	Solimonadaceae
	0.19
	2.47
	1.23
	0.47
	0.66
	0.12
	0.27
	0.50
	2
	0.864408

	Solirubrobacteraceae
	6.62
	4.48
	1.28
	2.22
	0.01
	0.04
	0.26
	0.14
	0
	0.134204

	Sphingobacteriaceae
	0.15
	2.34
	1.36
	0.38
	0.70
	0.13
	0.25
	0.54
	29
	0.899606

	Sphingomonadaceae
	4.40
	3.90
	1.35
	1.27
	0.04
	0.05
	0.25
	0.26
	0
	0.254147

	Spirochaetaceae
	4.85
	3.69
	0.89
	0.83
	0.03
	0.06
	0.35
	0.37
	6
	0.23895

	Sporolactobacillaceae
	7.64
	4.62
	1.66
	1.39
	0.01
	0.03
	0.20
	0.24
	1
	0.119498

	Steroidobacteraceae
	13.05
	1.74
	0.71
	1.80
	0.00
	0.19
	0.40
	0.18
	13
	0.039978

	Streptomycetaceae
	0.32
	2.48
	1.36
	0.56
	0.57
	0.12
	0.25
	0.46
	0
	0.809587

	Streptosporangiaceae
	1.82
	2.38
	1.09
	0.56
	0.18
	0.13
	0.30
	0.46
	0
	0.517504

	Tepidisphaeraceae
	0.67
	2.03
	1.47
	0.60
	0.42
	0.16
	0.23
	0.44
	47
	0.788832

	Thermoactinomycetaceae
	4.12
	2.01
	2.14
	1.75
	0.05
	0.16
	0.15
	0.19
	2
	0.267552

	Thermoanaerobaculaceae
	2.53
	1.97
	0.89
	0.55
	0.12
	0.16
	0.35
	0.46
	0
	0.442672

	Thermomicrobiaceae
	0.04
	2.23
	1.29
	0.44
	0.84
	0.14
	0.26
	0.51
	14
	0.94325

	Thermomonosporaceae
	0.38
	2.47
	1.40
	0.43
	0.54
	0.12
	0.24
	0.51
	12
	0.798172

	TRA3.20
	1.71
	3.11
	1.44
	0.21
	0.19
	0.08
	0.23
	0.64
	1
	0.532245

	Unknown_Family
	1.30
	1.18
	0.99
	0.78
	0.26
	0.28
	0.32
	0.38
	0
	0.619859

	URHD0088
	0.47
	1.97
	1.20
	0.62
	0.49
	0.16
	0.28
	0.43
	21
	0.789699

	Vermiphilaceae
	0.38
	2.52
	1.31
	0.43
	0.54
	0.12
	0.25
	0.52
	17
	0.798172

	Verrucomicrobiaceae
	4.08
	2.16
	1.03
	0.48
	0.05
	0.15
	0.31
	0.49
	0
	0.267552

	Vulgatibacteraceae
	0.02
	2.31
	1.32
	0.49
	0.90
	0.13
	0.25
	0.48
	46
	0.970857

	WD2101_soil_group
	0.63
	1.65
	1.22
	0.52
	0.43
	0.20
	0.27
	0.47
	0
	0.788832

	Xanthobacteraceae
	0.54
	2.00
	1.02
	0.72
	0.46
	0.16
	0.31
	0.40
	0
	0.788832

	Xanthomonadaceae
	0.00
	2.28
	1.32
	0.49
	0.95
	0.13
	0.25
	0.49
	0
	0.978505

	Xiphinematobacteraceae
	0.00
	2.29
	1.34
	0.47
	0.95
	0.13
	0.25
	0.49
	2
	0.978505



Table S6. Relationship between the abundance of bacterial families (M) and the growth of Festuca arundinacea. Significant values derived from LME model are marked in bold. The model included the factors soil treatments (T), plant varieties (V), interactions and blocks (B) as fixed effects.  Pot of conditioning phase was used in the model as random factor. Due to high presence of zeros, we excluded observations that had more that had >50 zeros. Relative abundances have been subjected to Hellinger transformation.
	Bacterial Family
	Fvalue
M
	Fvalue
B
	Fvalue
T
	Fvalue V
	p value M
	p value
B
	p value
T
	p value     V
	N zero
	p value
M fdr

	Pseudonocardiaceae
	11.65
	4.41
	2.60
	0.45
	0.00
	0.04
	0.11
	0.50
	0
	0.120253

	Acidobacteriaceae_.Subgroup_1.
	8.05
	5.02
	3.57
	0.12
	0.01
	0.03
	0.06
	0.72
	0
	0.236502

	Micropepsaceae
	8.06
	5.51
	3.33
	0.34
	0.01
	0.02
	0.07
	0.56
	0
	0.236502

	CPla.3_termite_group
	5.70
	7.14
	2.91
	1.67
	0.02
	0.01
	0.09
	0.20
	1
	0.298666

	Fibrobacteraceae
	5.74
	5.94
	3.76
	0.78
	0.02
	0.02
	0.05
	0.38
	1
	0.298666

	Planococcaceae
	5.78
	8.35
	2.47
	0.94
	0.02
	0.00
	0.12
	0.33
	0
	0.298666

	Verrucomicrobiaceae
	6.31
	6.22
	2.93
	0.70
	0.01
	0.01
	0.09
	0.41
	0
	0.298666

	WD2101_soil_group
	5.51
	2.88
	3.53
	0.82
	0.02
	0.09
	0.06
	0.37
	0
	0.298666

	Xanthobacteraceae
	6.90
	4.10
	3.70
	2.32
	0.01
	0.04
	0.06
	0.13
	0
	0.298666

	Haliangiaceae
	4.60
	5.98
	3.29
	0.93
	0.03
	0.02
	0.07
	0.34
	0
	0.442833

	Caldilineaceae
	3.93
	5.16
	2.50
	1.05
	0.05
	0.02
	0.12
	0.31
	22
	0.555581

	Gemmatimonadaceae
	3.75
	4.91
	3.45
	0.87
	0.06
	0.03
	0.07
	0.35
	0
	0.555581

	Paenibacillaceae
	3.82
	6.02
	2.71
	0.64
	0.05
	0.02
	0.10
	0.42
	0
	0.555581

	Holophagaceae
	3.22
	6.84
	2.45
	1.15
	0.07
	0.01
	0.12
	0.29
	1
	0.695513

	Polyangiaceae
	3.08
	6.06
	3.07
	0.93
	0.08
	0.02
	0.08
	0.34
	0
	0.709275

	Spirochaetaceae
	2.84
	6.96
	3.47
	1.03
	0.09
	0.01
	0.06
	0.31
	7
	0.723197

	Streptomycetaceae
	2.88
	4.54
	3.30
	0.45
	0.09
	0.03
	0.07
	0.51
	0
	0.723197

	Nitrosomonadaceae
	2.66
	6.43
	2.59
	1.19
	0.11
	0.01
	0.11
	0.28
	0
	0.764336

	Acidothermaceae
	1.26
	4.10
	3.04
	0.83
	0.26
	0.04
	0.08
	0.37
	0
	0.816302

	AKYG1722
	1.90
	5.65
	3.20
	0.75
	0.17
	0.02
	0.08
	0.39
	9
	0.816302

	Archangiaceae
	1.68
	6.34
	2.73
	1.12
	0.20
	0.01
	0.10
	0.29
	0
	0.816302

	B1.7BS
	1.30
	5.46
	2.48
	1.24
	0.26
	0.02
	0.12
	0.27
	26
	0.816302

	Bacillaceae
	1.45
	6.20
	2.57
	0.69
	0.23
	0.01
	0.11
	0.41
	0
	0.816302

	Bdellovibrionaceae
	2.17
	4.29
	3.09
	1.01
	0.14
	0.04
	0.08
	0.32
	2
	0.816302

	Caulobacteraceae
	1.42
	5.06
	3.20
	0.83
	0.24
	0.03
	0.08
	0.36
	1
	0.816302

	Devosiaceae
	1.44
	6.43
	2.77
	0.90
	0.23
	0.01
	0.10
	0.34
	0
	0.816302

	env.OPS_17
	2.39
	5.86
	3.73
	0.92
	0.12
	0.02
	0.06
	0.34
	8
	0.816302

	Iamiaceae
	1.87
	6.50
	2.27
	1.24
	0.17
	0.01
	0.13
	0.27
	40
	0.816302

	JG30.KF.CM45
	1.40
	5.68
	2.68
	0.61
	0.24
	0.02
	0.10
	0.44
	0
	0.816302

	Ktedonobacteraceae
	1.31
	3.99
	3.07
	1.03
	0.26
	0.05
	0.08
	0.31
	0
	0.816302

	Myxococcaceae
	1.37
	5.51
	2.31
	0.85
	0.24
	0.02
	0.13
	0.36
	35
	0.816302

	Opitutaceae
	2.34
	6.97
	3.41
	0.63
	0.13
	0.01
	0.07
	0.43
	0
	0.816302

	Pedosphaeraceae
	1.69
	5.30
	2.70
	0.76
	0.20
	0.02
	0.10
	0.39
	0
	0.816302

	Phycisphaeraceae
	1.75
	5.75
	2.55
	0.53
	0.19
	0.02
	0.11
	0.47
	0
	0.816302

	Rhodanobacteraceae
	1.86
	4.71
	3.17
	0.46
	0.17
	0.03
	0.08
	0.50
	0
	0.816302

	SC.I.84
	2.18
	4.69
	2.46
	0.92
	0.14
	0.03
	0.12
	0.34
	0
	0.816302

	Sporolactobacillaceae
	1.28
	5.95
	2.35
	1.05
	0.26
	0.02
	0.13
	0.31
	1
	0.816302

	Steroidobacteraceae
	1.58
	5.70
	3.10
	1.08
	0.21
	0.02
	0.08
	0.30
	12
	0.816302

	Thermoactinomycetaceae
	1.39
	5.45
	2.36
	1.40
	0.24
	0.02
	0.13
	0.24
	1
	0.816302

	Thermoanaerobaculaceae
	1.30
	5.20
	3.29
	0.69
	0.26
	0.02
	0.07
	0.41
	0
	0.816302

	Thermomonosporaceae
	1.67
	4.68
	3.15
	1.07
	0.20
	0.03
	0.08
	0.30
	9
	0.816302

	Unknown_Family
	1.40
	3.83
	3.07
	1.02
	0.24
	0.05
	0.08
	0.31
	0
	0.816302

	Reyranellaceae
	1.18
	5.38
	2.21
	0.73
	0.28
	0.02
	0.14
	0.40
	0
	0.84598

	Labraceae
	1.11
	5.26
	2.80
	0.90
	0.29
	0.02
	0.10
	0.34
	14
	0.871173

	Geminicoccaceae
	1.00
	4.68
	2.32
	0.96
	0.32
	0.03
	0.13
	0.33
	36
	0.91385

	Ilumatobacteraceae
	0.98
	5.97
	2.96
	0.94
	0.32
	0.02
	0.09
	0.33
	30
	0.91385

	Clostridiaceae_1
	0.85
	5.33
	3.05
	0.74
	0.36
	0.02
	0.08
	0.39
	4
	0.929858

	Frankiaceae
	0.88
	5.14
	2.78
	0.93
	0.35
	0.02
	0.10
	0.34
	0
	0.929858

	Koribacteraceae
	0.76
	4.67
	2.90
	0.75
	0.39
	0.03
	0.09
	0.39
	7
	0.929858

	Microscillaceae
	0.91
	6.02
	2.78
	0.94
	0.34
	0.02
	0.10
	0.33
	0
	0.929858

	Phaselicystidaceae
	0.76
	5.19
	2.22
	0.84
	0.38
	0.02
	0.14
	0.36
	20
	0.929858

	Rhodocyclaceae
	0.77
	5.93
	2.40
	0.96
	0.38
	0.02
	0.12
	0.33
	43
	0.929858

	Rubinisphaeraceae
	0.83
	5.09
	2.00
	0.71
	0.36
	0.03
	0.16
	0.40
	1
	0.929858

	TRA3.20
	0.82
	6.10
	2.59
	0.56
	0.37
	0.01
	0.11
	0.46
	3
	0.929858

	Heliobacteriaceae
	0.72
	5.52
	3.11
	0.53
	0.40
	0.02
	0.08
	0.47
	25
	0.936764

	X0319.6G20
	0.37
	5.51
	2.47
	0.68
	0.55
	0.02
	0.12
	0.41
	0
	0.937954

	X67.14
	0.55
	5.83
	2.82
	0.79
	0.46
	0.02
	0.10
	0.38
	0
	0.937954

	AKIW781
	0.38
	4.59
	2.87
	0.83
	0.54
	0.03
	0.09
	0.37
	26
	0.937954

	Blastocatellaceae
	0.52
	4.73
	2.98
	1.03
	0.47
	0.03
	0.09
	0.31
	0
	0.937954

	Chthonomonadaceae
	0.30
	5.48
	2.36
	0.64
	0.58
	0.02
	0.13
	0.42
	13
	0.937954

	Diplorickettsiaceae
	0.30
	5.30
	2.89
	0.85
	0.58
	0.02
	0.09
	0.36
	14
	0.937954

	Dongiaceae
	0.70
	5.33
	2.59
	0.81
	0.40
	0.02
	0.11
	0.37
	0
	0.937954

	Family_XVIII
	0.33
	5.40
	2.58
	0.69
	0.56
	0.02
	0.11
	0.41
	38
	0.937954

	Gaiellaceae
	0.31
	5.52
	2.63
	0.72
	0.58
	0.02
	0.11
	0.40
	0
	0.937954

	Isosphaeraceae
	0.44
	4.36
	2.90
	0.66
	0.51
	0.04
	0.09
	0.42
	0
	0.937954

	JG30.KF.AS9
	0.50
	5.02
	3.01
	1.07
	0.48
	0.03
	0.08
	0.30
	0
	0.937954

	KD3.10
	0.30
	5.49
	2.75
	0.78
	0.58
	0.02
	0.10
	0.38
	39
	0.937954

	Limnochordaceae
	0.59
	5.55
	2.55
	0.86
	0.45
	0.02
	0.11
	0.35
	8
	0.937954

	Micrococcaceae
	0.48
	5.38
	2.78
	0.92
	0.49
	0.02
	0.10
	0.34
	0
	0.937954

	Mycobacteriaceae
	0.48
	4.62
	2.83
	0.57
	0.49
	0.03
	0.09
	0.45
	0
	0.937954

	Nocardioidaceae
	0.58
	5.81
	2.72
	0.93
	0.45
	0.02
	0.10
	0.34
	0
	0.937954

	NS9_marine_group
	0.47
	5.07
	2.78
	0.41
	0.49
	0.03
	0.10
	0.52
	46
	0.937954

	P3OB.42
	0.38
	5.50
	2.62
	0.80
	0.54
	0.02
	0.11
	0.37
	35
	0.937954

	Pirellulaceae
	0.32
	5.44
	2.60
	0.77
	0.57
	0.02
	0.11
	0.38
	0
	0.937954

	Rhizobiaceae
	0.33
	5.25
	2.53
	0.79
	0.56
	0.02
	0.11
	0.38
	0
	0.937954

	Rhodospirillaceae
	0.43
	5.75
	2.87
	0.91
	0.51
	0.02
	0.09
	0.34
	17
	0.937954

	Solibacteraceae_.Subgroup_3.
	0.58
	5.31
	2.73
	0.77
	0.45
	0.02
	0.10
	0.38
	0
	0.937954

	Solirubrobacteraceae
	0.41
	5.83
	2.60
	0.99
	0.52
	0.02
	0.11
	0.32
	0
	0.937954

	Thermomicrobiaceae
	0.32
	5.12
	2.91
	0.66
	0.57
	0.03
	0.09
	0.42
	23
	0.937954

	Xanthomonadaceae
	0.45
	5.65
	2.22
	0.89
	0.50
	0.02
	0.14
	0.35
	0
	0.937954

	Xiphinematobacteraceae
	0.32
	5.06
	2.61
	0.79
	0.57
	0.03
	0.11
	0.38
	2
	0.937954

	X27F.1492R
	0.13
	5.49
	2.73
	0.75
	0.72
	0.02
	0.10
	0.39
	44
	0.977926

	AKYH767
	0.15
	5.44
	2.85
	0.84
	0.70
	0.02
	0.09
	0.36
	8
	0.977926

	Anaerolineaceae
	0.11
	4.96
	2.61
	0.82
	0.74
	0.03
	0.11
	0.37
	0
	0.977926

	Burkholderiaceae
	0.16
	5.42
	2.52
	0.80
	0.69
	0.02
	0.11
	0.37
	0
	0.977926

	Cryptosporangiaceae
	0.11
	5.34
	2.72
	0.83
	0.74
	0.02
	0.10
	0.36
	24
	0.977926

	Elsteraceae
	0.15
	5.46
	2.52
	0.90
	0.70
	0.02
	0.11
	0.34
	34
	0.977926

	Gemmataceae
	0.18
	5.41
	2.86
	0.85
	0.67
	0.02
	0.09
	0.36
	0
	0.977926

	Legionellaceae
	0.17
	4.96
	2.72
	0.88
	0.68
	0.03
	0.10
	0.35
	26
	0.977926

	Microbacteriaceae
	0.14
	5.45
	2.64
	0.72
	0.71
	0.02
	0.11
	0.40
	12
	0.977926

	Nakamurellaceae
	0.13
	5.52
	2.85
	0.82
	0.72
	0.02
	0.09
	0.37
	6
	0.977926

	Peptostreptococcaceae
	0.11
	5.08
	2.80
	0.88
	0.74
	0.03
	0.10
	0.35
	18
	0.977926

	Pyrinomonadaceae
	0.20
	5.57
	2.71
	0.82
	0.65
	0.02
	0.10
	0.37
	3
	0.977926

	Rhizobiales_Incertae_Sedis
	0.13
	5.46
	2.78
	0.73
	0.71
	0.02
	0.10
	0.39
	0
	0.977926

	Roseiflexaceae
	0.20
	4.91
	2.88
	0.77
	0.66
	0.03
	0.09
	0.38
	0
	0.977926

	Sandaracinaceae
	0.22
	5.23
	2.83
	0.89
	0.64
	0.02
	0.09
	0.35
	0
	0.977926

	Solimonadaceae
	0.18
	5.55
	2.80
	0.76
	0.67
	0.02
	0.10
	0.38
	1
	0.977926

	Sphingobacteriaceae
	0.15
	5.34
	2.79
	0.87
	0.70
	0.02
	0.10
	0.35
	39
	0.977926

	Sphingomonadaceae
	0.15
	5.52
	2.80
	0.88
	0.70
	0.02
	0.10
	0.35
	0
	0.977926

	A0839
	0.00
	5.35
	2.69
	0.79
	0.95
	0.02
	0.10
	0.38
	30
	0.993278

	A21b
	0.03
	5.21
	2.63
	0.82
	0.87
	0.02
	0.11
	0.37
	0
	0.993278

	A4b
	0.00
	4.97
	2.71
	0.80
	0.95
	0.03
	0.10
	0.37
	0
	0.993278

	Acetobacteraceae
	0.01
	5.36
	2.67
	0.80
	0.92
	0.02
	0.10
	0.37
	0
	0.993278

	Alicyclobacillaceae
	0.08
	5.38
	2.56
	0.86
	0.78
	0.02
	0.11
	0.36
	11
	0.993278

	Beijerinckiaceae
	0.05
	5.33
	2.77
	0.84
	0.82
	0.02
	0.10
	0.36
	3
	0.993278

	BIrii41
	0.02
	5.35
	2.64
	0.82
	0.90
	0.02
	0.11
	0.37
	0
	0.993278

	Chitinophagaceae
	0.08
	5.46
	2.72
	0.80
	0.78
	0.02
	0.10
	0.37
	0
	0.993278

	Chthoniobacteraceae
	0.04
	5.39
	2.76
	0.81
	0.85
	0.02
	0.10
	0.37
	0
	0.993278

	Desulfarculaceae
	0.00
	5.32
	2.71
	0.80
	0.99
	0.02
	0.10
	0.37
	15
	0.993278

	Fimbriimonadaceae
	0.01
	5.38
	2.68
	0.82
	0.91
	0.02
	0.10
	0.37
	7
	0.993278

	Geodermatophilaceae
	0.06
	5.31
	2.69
	0.85
	0.81
	0.02
	0.10
	0.36
	0
	0.993278

	Gimesiaceae
	0.03
	5.23
	2.73
	0.83
	0.87
	0.02
	0.10
	0.36
	39
	0.993278

	Halanaerobiaceae
	0.02
	5.40
	2.73
	0.80
	0.88
	0.02
	0.10
	0.37
	33
	0.993278

	Hydrogenedensaceae
	0.00
	5.05
	2.70
	0.81
	0.99
	0.03
	0.10
	0.37
	44
	0.993278

	Hyphomicrobiaceae
	0.02
	5.39
	2.72
	0.80
	0.88
	0.02
	0.10
	0.37
	0
	0.993278

	Hyphomonadaceae
	0.00
	5.37
	2.71
	0.80
	0.97
	0.02
	0.10
	0.37
	0
	0.993278

	Intrasporangiaceae
	0.04
	5.41
	2.76
	0.71
	0.84
	0.02
	0.10
	0.40
	0
	0.993278

	KF.JG30.B3
	0.00
	5.37
	2.68
	0.80
	0.95
	0.02
	0.10
	0.37
	0
	0.993278

	Kineosporiaceae
	0.00
	5.17
	2.73
	0.81
	0.95
	0.02
	0.10
	0.37
	1
	0.993278

	Magnetospiraceae
	0.01
	5.23
	2.73
	0.81
	0.93
	0.02
	0.10
	0.37
	49
	0.993278

	Methylacidiphilaceae
	0.00
	5.25
	2.67
	0.79
	0.96
	0.02
	0.10
	0.38
	13
	0.993278

	Methyloligellaceae
	0.00
	5.25
	2.71
	0.80
	0.98
	0.02
	0.10
	0.37
	4
	0.993278

	Micavibrionaceae
	0.02
	5.40
	2.48
	0.81
	0.89
	0.02
	0.12
	0.37
	23
	0.993278

	Micromonosporaceae
	0.04
	5.17
	2.75
	0.84
	0.84
	0.02
	0.10
	0.36
	1
	0.993278

	Nitrospiraceae
	0.00
	5.38
	2.67
	0.79
	0.96
	0.02
	0.10
	0.38
	0
	0.993278

	Omnitrophaceae
	0.04
	5.29
	2.72
	0.82
	0.85
	0.02
	0.10
	0.37
	4
	0.993278

	SM2D12
	0.04
	5.42
	2.76
	0.76
	0.84
	0.02
	0.10
	0.39
	8
	0.993278

	Streptosporangiaceae
	0.08
	5.29
	2.67
	0.83
	0.78
	0.02
	0.10
	0.36
	0
	0.993278

	URHD0088
	0.02
	5.22
	2.73
	0.82
	0.90
	0.02
	0.10
	0.37
	20
	0.993278

	Vermiphilaceae
	0.00
	5.35
	2.72
	0.80
	0.99
	0.02
	0.10
	0.37
	21
	0.993278




Table S7. Relationship between the abundance of fungal families (M) and the growth of Lolium perenne. Significant values derived from LME model are marked in bold. The model included the factors soil treatments (T), plant varieties (V), interactions and blocks (B) as fixed effects.  Pot of conditioning phase was used in the model as random factor. Due to high presence of zeros, we excluded observations that had >50 zeros. Relative abundances have been subjected to Hellinger transformation and p value of relative abundance have been corrected using fdr method.
	Fungal family
	F value
M
	F value
B
	F value
T
	F value
V
	p value
M
	p value
B
	p value
T
	p value V
	N zeros
	p value
M fdr

	Ascobolaceae
	3.34
	2.20
	2.94
	3.06
	0.07
	0.09
	0.04
	0.01
	39
	0.227363

	Aspergillaceae
	1.13
	2.43
	2.39
	2.90
	0.29
	0.07
	0.08
	0.01
	0
	0.53327

	Bionectriaceae
	2.76
	2.10
	3.00
	3.02
	0.10
	0.11
	0.04
	0.01
	0
	0.295054

	Cantharellales_fam_Incertae_sedis
	0.34
	2.16
	2.88
	2.87
	0.56
	0.10
	0.04
	0.01
	27
	0.715931

	Cephalothecaceae
	2.17
	2.29
	2.56
	2.96
	0.14
	0.08
	0.06
	0.01
	42
	0.350733

	Chaetomiaceae
	5.05
	2.15
	3.37
	2.90
	0.03
	0.10
	0.02
	0.01
	0
	0.172849

	Chaetosphaeriaceae
	0.38
	1.93
	2.60
	2.84
	0.54
	0.13
	0.06
	0.01
	0
	0.70216

	Chrysozymaceae
	5.70
	3.09
	2.37
	2.87
	0.02
	0.03
	0.08
	0.01
	8
	0.172849

	Cladosporiaceae
	1.60
	1.96
	3.00
	2.94
	0.21
	0.13
	0.04
	0.01
	7
	0.449923

	Claroideoglomeraceae
	0.89
	2.16
	3.01
	2.89
	0.35
	0.10
	0.04
	0.01
	18
	0.556426

	Clavicipitaceae
	0.84
	2.35
	2.74
	2.93
	0.36
	0.08
	0.05
	0.01
	0
	0.562275

	Coniochaetaceae
	3.28
	2.75
	2.77
	2.88
	0.07
	0.05
	0.05
	0.01
	2
	0.227363

	Cucurbitariaceae
	4.33
	2.25
	2.57
	3.00
	0.04
	0.09
	0.06
	0.01
	7
	0.172849

	Didymellaceae
	0.95
	2.21
	2.51
	2.93
	0.33
	0.09
	0.07
	0.01
	22
	0.556426

	Didymosphaeriaceae
	1.19
	2.28
	2.67
	2.88
	0.28
	0.08
	0.06
	0.01
	0
	0.53327

	Entolomataceae
	0.24
	2.16
	2.61
	2.85
	0.63
	0.10
	0.06
	0.01
	36
	0.759331

	Glomeraceae
	2.49
	2.40
	2.30
	2.93
	0.12
	0.07
	0.09
	0.01
	0
	0.314219

	Helotiales_fam_Incertae_sedis
	0.51
	2.01
	2.69
	2.84
	0.48
	0.12
	0.05
	0.01
	44
	0.701301

	Herpotrichiellaceae
	3.82
	2.47
	2.92
	3.03
	0.05
	0.07
	0.04
	0.01
	0
	0.199661

	Hyaloscyphaceae
	0.01
	2.03
	2.74
	2.87
	0.93
	0.11
	0.05
	0.01
	39
	0.951639

	Hydnodontaceae
	4.46
	2.15
	2.44
	2.95
	0.04
	0.10
	0.07
	0.01
	21
	0.172849

	Hypocreaceae
	0.39
	2.21
	2.69
	2.90
	0.53
	0.09
	0.06
	0.01
	0
	0.70216

	Hypocreales_fam_Incertae_sedis
	0.91
	2.28
	2.69
	2.91
	0.34
	0.08
	0.05
	0.01
	0
	0.556426

	Lasiosphaeriaceae
	1.09
	2.12
	2.42
	2.92
	0.30
	0.10
	0.08
	0.01
	0
	0.53327

	Leptosphaeriaceae
	0.01
	2.08
	2.78
	2.87
	0.93
	0.11
	0.05
	0.01
	13
	0.951639

	Lindgomycetaceae
	5.87
	1.89
	3.24
	2.95
	0.02
	0.14
	0.03
	0.01
	1
	0.172849

	Lipomycetaceae
	0.31
	2.06
	2.71
	2.91
	0.58
	0.11
	0.05
	0.01
	35
	0.716962

	Lycoperdaceae
	3.61
	2.71
	2.50
	2.97
	0.06
	0.05
	0.07
	0.01
	11
	0.211369

	Microascaceae
	0.12
	2.04
	2.78
	2.87
	0.73
	0.11
	0.05
	0.01
	40
	0.793214

	Microdochiaceae
	1.12
	2.34
	2.61
	2.94
	0.29
	0.08
	0.06
	0.01
	27
	0.53327

	Mortierellaceae
	3.85
	2.94
	2.48
	3.03
	0.05
	0.04
	0.07
	0.01
	0
	0.199661

	Mucoraceae
	1.06
	2.33
	2.72
	2.95
	0.30
	0.08
	0.05
	0.01
	3
	0.53327

	Myxotrichaceae
	4.44
	2.55
	2.81
	2.88
	0.04
	0.06
	0.05
	0.01
	8
	0.172849

	Nectriaceae
	12.54
	4.80
	3.08
	2.89
	0.00
	0.00
	0.03
	0.01
	0
	0.034431

	Ophiocordycipitaceae
	0.04
	2.08
	2.58
	2.88
	0.85
	0.11
	0.06
	0.01
	1
	0.893555

	Orbiliaceae
	0.12
	2.10
	2.78
	2.88
	0.73
	0.11
	0.05
	0.01
	0
	0.793214

	Paraglomeraceae
	0.40
	2.13
	2.03
	2.89
	0.53
	0.10
	0.12
	0.01
	12
	0.70216

	Phacidiaceae
	0.00
	2.08
	2.75
	2.87
	0.99
	0.11
	0.05
	0.01
	9
	0.987605

	Piskurozymaceae
	4.75
	3.27
	2.62
	2.97
	0.03
	0.02
	0.06
	0.01
	0
	0.172849

	Pleosporaceae
	5.12
	2.61
	3.48
	2.77
	0.03
	0.06
	0.02
	0.01
	0
	0.172849

	Psathyrellaceae
	0.42
	2.16
	2.66
	2.91
	0.52
	0.10
	0.06
	0.01
	10
	0.70216

	Pseudeurotiaceae
	0.62
	2.00
	2.62
	2.94
	0.43
	0.12
	0.06
	0.01
	0
	0.657216

	Pyronemataceae
	0.17
	2.14
	2.81
	2.87
	0.68
	0.10
	0.05
	0.01
	40
	0.777561

	Schizoporaceae
	2.41
	2.91
	2.57
	2.79
	0.12
	0.04
	0.06
	0.01
	2
	0.314219

	Sordariales_fam_Incertae_sedis
	4.99
	2.23
	3.31
	2.97
	0.03
	0.09
	0.03
	0.01
	15
	0.172849

	Spizellomycetaceae
	0.19
	2.15
	2.58
	2.84
	0.67
	0.10
	0.06
	0.01
	34
	0.77725

	Sporormiaceae
	0.22
	2.11
	2.85
	2.89
	0.64
	0.10
	0.05
	0.01
	32
	0.759331

	Sympoventuriaceae
	2.48
	2.41
	2.49
	2.78
	0.12
	0.07
	0.07
	0.01
	34
	0.314219

	Teratosphaeriaceae
	5.30
	2.54
	2.30
	2.97
	0.02
	0.06
	0.09
	0.01
	7
	0.172849

	Terramycetaceae
	1.36
	1.87
	2.60
	2.88
	0.25
	0.14
	0.06
	0.01
	49
	0.510134

	Trichocomaceae
	0.45
	2.11
	2.68
	2.85
	0.51
	0.10
	0.06
	0.01
	2
	0.70216

	Tricholomataceae
	0.11
	2.06
	2.70
	2.82
	0.74
	0.11
	0.05
	0.01
	37
	0.793214

	TrichosporoNAceae
	5.81
	3.39
	2.84
	3.23
	0.02
	0.02
	0.05
	0.00
	8
	0.172849

	Umbelopsidaceae
	1.95
	2.29
	2.81
	3.00
	0.17
	0.08
	0.05
	0.01
	0
	0.386682

	unidentified
	1.87
	1.88
	2.57
	2.90
	0.17
	0.14
	0.06
	0.01
	0
	0.391875

	Vibrisseaceae
	6.51
	2.48
	2.82
	3.04
	0.01
	0.07
	0.05
	0.01
	4
	0.172849



Table S8. Relationship between the abundance of fungal families (M) and the growth of Poa pratensis. Significant values derived from LME model are marked in bold. The model included the factors soil treatments (T), plant varieties (V), interactions and blocks (B) as fixed effects.  Pot of conditioning phase was used in the model as random factor. Due to high presence of zeros, we excluded observations that had >50 zeros. Relative abundances have been subjected to Hellinger transformation and p value of relative abundance have been corrected using fdr method.
	Fungal family
	F value
M
	F value
B
	F value
T
	F value
V
	p value
M
	p value
B
	p value
T
	p value V
	N zeros
	p value
M fdr

	Ascobolaceae
	0.43
	0.55
	2.25
	1.25
	0.51
	0.46
	0.14
	0.27
	29
	0.840754

	Aspergillaceae
	0.97
	0.71
	2.31
	1.62
	0.33
	0.40
	0.13
	0.21
	0
	0.71882

	Bionectriaceae
	0.09
	0.51
	2.28
	1.38
	0.77
	0.48
	0.13
	0.24
	0
	0.889506

	Bulleraceae
	0.56
	0.38
	2.18
	1.29
	0.46
	0.54
	0.14
	0.26
	47
	0.830141

	Cantharellales_fam_Incertae_sedis
	0.96
	0.54
	0.97
	1.07
	0.33
	0.46
	0.33
	0.30
	18
	0.71882

	Cephalothecaceae
	0.35
	0.53
	2.21
	1.44
	0.56
	0.47
	0.14
	0.23
	30
	0.86014

	Ceratobasidiaceae
	0.10
	0.55
	2.28
	1.23
	0.75
	0.46
	0.13
	0.27
	49
	0.88847

	Chaetomiaceae
	0.00
	0.48
	2.24
	1.35
	0.95
	0.49
	0.14
	0.25
	0
	0.946915

	Chaetosphaeriaceae
	8.73
	0.32
	1.76
	0.42
	0.00
	0.57
	0.19
	0.52
	0
	0.147372

	Chrysozymaceae
	0.13
	0.50
	2.37
	1.44
	0.72
	0.48
	0.13
	0.23
	5
	0.88847

	Cladosporiaceae
	0.20
	0.40
	2.25
	1.28
	0.66
	0.53
	0.14
	0.26
	8
	0.877412

	Claroideoglomeraceae
	0.27
	0.33
	2.29
	1.51
	0.60
	0.57
	0.13
	0.22
	20
	0.877412

	Clavariaceae
	0.01
	0.49
	2.24
	1.35
	0.93
	0.49
	0.14
	0.25
	45
	0.946915

	Clavicipitaceae
	0.01
	0.46
	2.16
	1.25
	0.92
	0.50
	0.14
	0.27
	0
	0.946915

	Coniochaetaceae
	2.12
	0.08
	1.75
	2.09
	0.15
	0.78
	0.19
	0.15
	1
	0.632775

	Cucurbitariaceae
	2.73
	0.34
	2.35
	1.40
	0.10
	0.56
	0.13
	0.24
	3
	0.632775

	Cunninghamellaceae
	0.44
	0.40
	2.17
	1.33
	0.51
	0.53
	0.14
	0.25
	38
	0.840754

	Debaryomycetaceae
	2.55
	1.31
	1.89
	1.32
	0.12
	0.26
	0.17
	0.25
	47
	0.632775

	Didymellaceae
	0.55
	0.28
	2.38
	1.22
	0.46
	0.60
	0.13
	0.27
	19
	0.830141

	Didymosphaeriaceae
	0.01
	0.49
	2.24
	1.34
	0.91
	0.49
	0.14
	0.25
	0
	0.946915

	Entolomataceae
	2.44
	0.54
	2.28
	1.15
	0.12
	0.47
	0.13
	0.29
	25
	0.632775

	Eremomycetaceae
	0.03
	0.49
	2.19
	1.38
	0.86
	0.49
	0.14
	0.24
	40
	0.945707

	Glomeraceae
	2.25
	0.33
	3.13
	2.15
	0.14
	0.57
	0.08
	0.15
	0
	0.632775

	Helotiales_fam_Incertae_sedis
	0.85
	0.39
	1.67
	1.68
	0.36
	0.54
	0.20
	0.20
	27
	0.72992

	Herpotrichiellaceae
	0.13
	0.46
	2.33
	1.45
	0.72
	0.50
	0.13
	0.23
	0
	0.88847

	Hyaloscyphaceae
	0.13
	0.54
	2.20
	1.35
	0.72
	0.46
	0.14
	0.25
	30
	0.88847

	Hydnodontaceae
	1.98
	0.38
	2.80
	1.81
	0.16
	0.54
	0.10
	0.18
	15
	0.632775

	Hypocreaceae
	2.73
	0.33
	2.84
	2.08
	0.10
	0.57
	0.10
	0.15
	0
	0.632775

	Hypocreales_fam_Incertae_sedis
	0.95
	0.69
	1.90
	1.17
	0.33
	0.41
	0.17
	0.28
	0
	0.71882

	Lasiosphaeriaceae
	2.91
	0.83
	2.50
	1.11
	0.09
	0.36
	0.12
	0.29
	0
	0.632775

	Leptosphaeriaceae
	0.47
	0.67
	2.38
	1.40
	0.50
	0.42
	0.13
	0.24
	9
	0.840754

	Lindgomycetaceae
	0.27
	0.46
	2.45
	1.30
	0.60
	0.50
	0.12
	0.26
	0
	0.877412

	Lipomycetaceae
	7.03
	0.18
	3.03
	1.51
	0.01
	0.67
	0.08
	0.22
	26
	0.209133

	Lycoperdaceae
	1.90
	0.16
	2.18
	1.66
	0.17
	0.69
	0.14
	0.20
	4
	0.632775

	Magnaporthaceae
	13.58
	0.30
	3.85
	1.50
	0.00
	0.59
	0.05
	0.22
	48
	0.032848

	Microascaceae
	3.36
	0.46
	1.71
	1.03
	0.07
	0.50
	0.19
	0.31
	32
	0.632775

	Microdochiaceae
	0.26
	0.51
	2.27
	1.51
	0.61
	0.48
	0.13
	0.22
	21
	0.877412

	Mortierellaceae
	2.09
	0.28
	2.98
	1.82
	0.15
	0.60
	0.09
	0.18
	0
	0.632775

	Mucoraceae
	2.82
	0.21
	3.12
	1.50
	0.10
	0.64
	0.08
	0.22
	2
	0.632775

	Myrmecridiaceae
	1.08
	0.35
	1.97
	1.23
	0.30
	0.56
	0.16
	0.27
	49
	0.71882

	Myxotrichaceae
	1.57
	1.10
	1.84
	2.13
	0.21
	0.30
	0.18
	0.15
	5
	0.662767

	Nectriaceae
	0.19
	0.46
	2.35
	1.49
	0.66
	0.50
	0.13
	0.22
	0
	0.877412

	Ophiocordycipitaceae
	1.73
	0.75
	1.39
	1.17
	0.19
	0.39
	0.24
	0.28
	1
	0.632775

	Orbiliaceae
	0.42
	0.66
	2.64
	1.49
	0.52
	0.42
	0.11
	0.23
	0
	0.840754

	Paraglomeraceae
	1.71
	0.27
	1.33
	1.20
	0.19
	0.60
	0.25
	0.28
	7
	0.632775

	Phacidiaceae
	0.02
	0.47
	2.26
	1.29
	0.89
	0.49
	0.14
	0.26
	8
	0.945707

	Piskurozymaceae
	1.77
	0.10
	2.33
	1.61
	0.19
	0.75
	0.13
	0.21
	0
	0.632775

	Pleosporaceae
	0.11
	0.43
	2.26
	1.44
	0.74
	0.52
	0.14
	0.23
	0
	0.88847

	Psathyrellaceae
	0.91
	0.29
	2.25
	1.63
	0.34
	0.59
	0.14
	0.20
	5
	0.71882

	Pseudeurotiaceae
	1.43
	0.74
	2.58
	1.66
	0.23
	0.39
	0.11
	0.20
	0
	0.693704

	Pyronemataceae
	0.63
	0.32
	2.28
	1.55
	0.43
	0.57
	0.13
	0.22
	38
	0.822903

	Saccharomycetales_fam_Incertae_sedis
	0.07
	0.56
	2.28
	1.35
	0.80
	0.46
	0.13
	0.25
	47
	0.907648

	Schizoporaceae
	0.12
	0.56
	2.17
	1.22
	0.73
	0.46
	0.14
	0.27
	2
	0.88847

	Sordariales_fam_Incertae_sedis
	0.98
	0.50
	2.32
	1.60
	0.32
	0.48
	0.13
	0.21
	10
	0.71882

	Spizellomycetaceae
	0.24
	0.51
	1.95
	1.48
	0.63
	0.48
	0.17
	0.23
	25
	0.877412

	Sporormiaceae
	0.22
	0.52
	1.90
	1.47
	0.64
	0.47
	0.17
	0.23
	23
	0.877412

	Sympoventuriaceae
	0.65
	0.43
	1.77
	1.49
	0.42
	0.51
	0.19
	0.23
	23
	0.822903

	Teratosphaeriaceae
	2.22
	0.75
	2.06
	1.37
	0.14
	0.39
	0.15
	0.25
	2
	0.632775

	Terramycetaceae
	0.93
	0.63
	1.81
	1.00
	0.34
	0.43
	0.18
	0.32
	43
	0.71882

	Trichocomaceae
	1.00
	0.52
	2.46
	1.61
	0.32
	0.47
	0.12
	0.21
	1
	0.71882

	Tricholomataceae
	0.03
	0.48
	2.18
	1.28
	0.86
	0.49
	0.14
	0.26
	34
	0.945707

	TrichosporoNAceae
	0.02
	0.48
	2.26
	1.35
	0.89
	0.49
	0.14
	0.25
	5
	0.945707

	Umbelopsidaceae
	1.21
	0.61
	2.44
	1.69
	0.27
	0.44
	0.12
	0.20
	0
	0.71882

	unidentified
	2.73
	0.82
	3.42
	1.37
	0.10
	0.37
	0.07
	0.24
	0
	0.632775

	Vibrisseaceae
	0.38
	0.64
	2.25
	1.37
	0.54
	0.42
	0.14
	0.24
	1
	0.853172








Table S9. Relationship between the abundance of fungal families (M) and the growth of Festuca arundinaceae. Significant values derived from LME model are marked in bold. The model included the factors soil treatments (T), plant varieties (V), interactions and blocks (B) as fixed effects.  Pot of conditioning phase was used in the model as random factor. Due to high presence of zeros, we excluded observations that had >50 zeros. Relative abundances have been subjected to Hellinger transformation and p value of relative abundance have been corrected using fdr method.
	Fungal family
	F value
M
	F value
B
	F value
T
	F value
V
	p value
M
	p value
B
	p value
T
	p value V
	N zeros
	p value
M fdr

	Ascobolaceae
	0.16
	0.62
	4.10
	2.53
	0.69
	0.43
	0.04
	0.11
	42
	0.881669

	Aspergillaceae
	0.02
	0.72
	4.18
	2.67
	0.89
	0.40
	0.04
	0.10
	0
	0.976979

	Bionectriaceae
	4.41
	0.70
	3.90
	2.88
	0.04
	0.40
	0.05
	0.09
	0
	0.360848

	Cantharellales_fam_Incertae_sedis
	1.30
	0.58
	2.37
	3.52
	0.26
	0.45
	0.13
	0.06
	25
	0.658933

	Cephalothecaceae
	0.08
	0.74
	4.20
	2.64
	0.77
	0.39
	0.04
	0.11
	43
	0.97301

	Chaetomiaceae
	1.48
	0.86
	3.99
	2.49
	0.23
	0.36
	0.05
	0.12
	0
	0.658933

	Chaetosphaeriaceae
	0.78
	0.68
	4.73
	3.26
	0.38
	0.41
	0.03
	0.07
	0
	0.658933

	Chrysozymaceae
	1.79
	0.71
	4.98
	2.01
	0.18
	0.40
	0.03
	0.16
	7
	0.658933

	Cladosporiaceae
	0.28
	0.77
	4.38
	2.72
	0.60
	0.38
	0.04
	0.10
	14
	0.870736

	Claroideoglomeraceae
	0.03
	0.74
	4.20
	2.80
	0.86
	0.39
	0.04
	0.10
	20
	0.976979

	Clavicipitaceae
	0.00
	0.67
	4.06
	2.69
	0.97
	0.41
	0.05
	0.10
	0
	0.985247

	Coniochaetaceae
	0.77
	0.41
	4.04
	2.01
	0.38
	0.52
	0.05
	0.16
	1
	0.658933

	Cucurbitariaceae
	0.95
	0.71
	4.21
	2.67
	0.33
	0.40
	0.04
	0.10
	4
	0.658933

	Didymellaceae
	2.78
	1.23
	3.58
	2.74
	0.10
	0.27
	0.06
	0.10
	23
	0.610585

	Didymosphaeriaceae
	10.29
	0.69
	4.36
	4.13
	0.00
	0.41
	0.04
	0.04
	0
	0.044794

	Entolomataceae
	0.90
	0.70
	4.22
	2.67
	0.34
	0.40
	0.04
	0.10
	32
	0.658933

	Glomeraceae
	2.41
	0.42
	5.57
	1.41
	0.12
	0.52
	0.02
	0.24
	0
	0.658933

	Helotiales_fam_Incertae_sedis
	1.31
	0.69
	3.53
	2.08
	0.25
	0.41
	0.06
	0.15
	41
	0.658933

	Herpotrichiellaceae
	0.02
	0.72
	4.18
	2.53
	0.89
	0.40
	0.04
	0.11
	0
	0.976979

	Hyaloscyphaceae
	0.70
	0.60
	4.54
	2.84
	0.40
	0.44
	0.03
	0.09
	42
	0.658933

	Hydnodontaceae
	1.95
	0.57
	4.83
	1.67
	0.16
	0.45
	0.03
	0.20
	17
	0.658933

	Hypocreaceae
	0.73
	0.68
	4.41
	2.32
	0.40
	0.41
	0.04
	0.13
	0
	0.658933

	Hypocreales_fam_Incertae_sedis
	4.85
	0.25
	5.57
	2.51
	0.03
	0.62
	0.02
	0.12
	0
	0.360848

	Lasiosphaeriaceae
	1.98
	1.08
	4.76
	3.13
	0.16
	0.30
	0.03
	0.08
	0
	0.658933

	Leptosphaeriaceae
	10.84
	0.00
	3.48
	3.27
	0.00
	0.98
	0.06
	0.07
	10
	0.044794

	Lindgomycetaceae
	0.05
	0.72
	3.94
	2.64
	0.82
	0.40
	0.05
	0.11
	2
	0.976979

	Lipomycetaceae
	0.04
	0.73
	4.11
	2.79
	0.83
	0.39
	0.04
	0.10
	35
	0.976979

	Lycoperdaceae
	0.55
	0.53
	4.22
	2.54
	0.46
	0.47
	0.04
	0.11
	6
	0.715545

	Microascaceae
	0.00
	0.72
	4.19
	2.70
	0.97
	0.40
	0.04
	0.10
	38
	0.985247

	Microdochiaceae
	0.18
	0.73
	4.29
	2.74
	0.67
	0.40
	0.04
	0.10
	23
	0.881669

	Mortierellaceae
	0.01
	0.70
	4.12
	2.64
	0.92
	0.40
	0.04
	0.11
	0
	0.985247

	Mucoraceae
	0.06
	0.76
	4.00
	2.81
	0.81
	0.39
	0.05
	0.10
	3
	0.976979

	Myxotrichaceae
	0.94
	1.11
	3.67
	1.92
	0.33
	0.29
	0.06
	0.17
	9
	0.658933

	Nectriaceae
	1.03
	0.73
	4.50
	2.30
	0.31
	0.39
	0.04
	0.13
	0
	0.658933

	Ophiocordycipitaceae
	2.71
	1.07
	3.07
	3.57
	0.10
	0.30
	0.08
	0.06
	2
	0.610585

	Orbiliaceae
	1.10
	0.81
	5.14
	2.81
	0.30
	0.37
	0.03
	0.10
	0
	0.658933

	Paraglomeraceae
	5.37
	0.27
	2.96
	2.82
	0.02
	0.60
	0.09
	0.10
	10
	0.360848

	Phacidiaceae
	0.24
	0.64
	4.16
	2.64
	0.63
	0.42
	0.04
	0.11
	11
	0.870736

	Piskurozymaceae
	0.84
	0.44
	4.26
	2.42
	0.36
	0.51
	0.04
	0.12
	0
	0.658933

	Pleosporaceae
	0.85
	0.65
	4.15
	2.04
	0.36
	0.42
	0.04
	0.16
	0
	0.658933

	Psathyrellaceae
	1.19
	0.45
	4.68
	2.53
	0.28
	0.50
	0.03
	0.11
	8
	0.658933

	Pseudeurotiaceae
	1.52
	1.07
	4.76
	2.39
	0.22
	0.30
	0.03
	0.12
	0
	0.658933

	Schizoporaceae
	0.21
	0.59
	4.31
	2.68
	0.64
	0.44
	0.04
	0.10
	2
	0.870736

	Sordariales_fam_Incertae_sedis
	1.49
	0.83
	4.04
	2.58
	0.22
	0.36
	0.05
	0.11
	14
	0.658933

	Spizellomycetaceae
	0.21
	0.72
	4.09
	2.60
	0.64
	0.40
	0.05
	0.11
	35
	0.870736

	Sporormiaceae
	3.87
	0.75
	3.92
	2.16
	0.05
	0.39
	0.05
	0.14
	30
	0.395604

	Sympoventuriaceae
	0.27
	0.81
	4.51
	2.90
	0.61
	0.37
	0.04
	0.09
	37
	0.870736

	Teratosphaeriaceae
	4.31
	1.15
	4.60
	3.10
	0.04
	0.29
	0.03
	0.08
	5
	0.360848

	Trichocomaceae
	0.00
	0.70
	4.14
	2.73
	0.99
	0.40
	0.04
	0.10
	1
	0.992822

	Tricholomataceae
	0.01
	0.70
	4.16
	2.69
	0.94
	0.40
	0.04
	0.10
	41
	0.985247

	TrichosporoNAceae
	0.54
	1.16
	4.47
	2.73
	0.46
	0.28
	0.04
	0.10
	9
	0.715545

	Umbelopsidaceae
	0.86
	0.85
	4.19
	2.40
	0.36
	0.36
	0.04
	0.12
	0
	0.658933

	unidentified
	1.01
	0.87
	5.33
	2.87
	0.32
	0.35
	0.02
	0.09
	0
	0.658933

	Vibrisseaceae
	1.15
	1.04
	4.53
	2.82
	0.28
	0.31
	0.04
	0.10
	2
	0.658933
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