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Suppl. Fig. 5: Loca�on of significant QTL for total tuber fresh weight in the different StCDF1 cohorts:  a) 1.1/1.1 cohort, 

b) 1.2/1.1 cohort, c) -/1.3 cohort. The X axis represents physical posi�on (Mb), the Y axis represents -log10(p-value) and 

threshold of significance is indicated by the black dashed line. Clone C data are displayed in orange and clone E in blue.  


