Supplemental Figures

Supplemental Figure 1. Participant Flow Chart.
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Supplemental Figure 2. A) Manhattan plot and b) Q:Q plots for alpha diversity.
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Supplemental Figures 3-20.

Manhattan plot of genome-wide association of genera in our study and significant loci
from other studies. Significant hits from Kurilshikov et al. were color-coded in orange
and blue across different chromosomes. Hits from our study are shown in light and dark

gray. The p<5*10-2 line is shown in red.



Supplemental Figure 3.

Comparison of Paraprevotella with Kurilshikov et al. hits
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Supplemental Figure 4.

Comparison of Prevotella_2 with Kurilshikov et al. hits

f*- P o*
-
e
L]
%
‘ -
L ]
‘t
b "4
[ ]
[ ]
&
‘ C

o
L )

-logl0(p-value)
[ ]

T T T T T T T T T T T T T T T T T T T 1717

1 2 3 4 5 6 7 8 9 10 11 12 1314151617 1921
Chromosome



Supplemental Figure 5.

Comparison of Prevotella_9 with Kurilshikov et al. hits
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Supplemental Figure 6.

Comparison of Ruminococcaceae_UCG-011 with Kurilshikov et al. hits
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Supplemental Figure 7.

Comparison of Veillonella with Kurilshikov et al. hits
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Supplemental Figure 8.

Comparison of Bifidobacterium with Kurilshikov et al. hits
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Supplemental Figure 9.
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Comparison of Butyricimonas with Kurilshikov et al. hits
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Supplemental Figure 10.
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Comparison of Coriobacteriales_IS/uncultured with Kurilshikov et al. hits

L]

(L]

1 2 3 4 5 6 7 8 9 10 11 12 1314151617 1921
Chromosome




Supplemental Figure 11.
Comparison of DTU089 with Kurilshikov et al. hits
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Supplemental Figure 12.

Comparison of Alistipes with Kurilshikov et al. hits

L ]
8
- .
T 6 !
=
m
z
o
[=]
—
o
Lo
T
44
2

1 2 3 4 5 6 7 8 9 10 11 12 1314151617 1921



LY ]

T T T T T 71T

T

T

T T T T

8§ 9 10 11 12 1314151617 1921

T

Supplemental Figure 13.

Comparison of Fusicatenibacter with Kurilshikov et al. hits
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Supplemental Figure 15.
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Comparison of Intestinimonas with Kurilshikov et al. hits

T 1 T T T T T T T T T T T 17T

1 2 3 4 5 (3} 7 8 9 10 11 12 1314151617 1921
Chromosome

Supplemental Figure 16.

-log10(p-value)

Comparison of Lachnoclostridium with Kurilshikov et al. hits
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Supplemental Figure 17.

Comparison of Anaerotruncus with Kurilshikov et al. hits
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Supplemental Figure 18.

Comparison of Lachnospiraceae/uncultured_bacterium with Kurilshikov et al. hits
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Supplemental Figure 19

Comparison of Ruminococcaceae_UCG-013 with Kurilshikov et al. hits
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Supplemental Figure 20

Comparison of Ruminococcaceae_UCG-014 with Kurilshikov et al. hits
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