Table S4. Results of KEGG enrichment

ID Description GeneRatio BgRatio pvalue p.adjust qvalue GenelD Count
hil Tl
hsa0ge13 \currophil extracellular oo 00015 000013643 0.00749183  0.006431413 20>07/2357/2212/4688/7095/
trap formation 5880
Fc epsilon RI signali
hsa04664 P> Oih Signaing 4/35 68/8157  0.000190387  0.00749183  0.006431413 241/3937/4067/5880 4
pathway
Natural killer cell
hsa04650 atural latler cet 5535  131/8157 0.000218209 0.00749183  0.006431413 —to//3937/3551/100132285/5 o
mediated cytotoxicity 880
hsa04380 Osteoclast differentiation  4/35  128/8157 0.002078447 0.053520006 0.045944614  11027/3937/2212/4688 4
hsa05135  Yersinia infection 4/35  137/8157 0.00266248 0.054847084 0.047083853  3937/2212/7099/5880 4
hsa05140 Leishmaniasis 3/35 77/8157  0.004260602 0.073140336  0.06278782 2212/4688/7099 3
B cell ignali
hsa04662 recefhtor SIBRANNE 535 82/8157  0.005083296 0.074797068 0.064210053 11027/4067/5880 3
pathway
hyl
hsa05150 -raphylococcus aureus 3/35 96/8157  0.007872672  0.09070384  0.077865331 2357/5724/2212 3
infection
F R-medi
hsa04666 | C 83mma R-mediated 3/35 97/8157  0.008100257  0.09070384  0.077865331 2212/4067/5880 3
phagocytosis
hemokine signali
hsa04062 MO ltr}lle Signating 4/35  192/8157 0.008806198 0.09070384 0.077865331  3577/4067/2268/5880 4
pathway
hsa04611  Platelet activation 3/35  124/8157 0.015749325 0.14747095  0.126597443 3937/2212/4067 3
hsa05134 Legionellosis 2/35 57/8157 0.024631215 0.199372902 0.171153028 7099/664 2
hsa04145 Phagosome 3/35  152/8157 0.026865074 0.199372902 0.171153028 2212/4688/7099 3
hsa05416  Viral myocarditis 2/35 60/8157  0.027099229 0.199372902 0.171153028 5551/5880 2
Epithelial cell signaling in
hsa05120  Helicobacter pylori 2/35 70/8157  0.0360045  0.234134756 0.200994578 3577/4067 2
infection
kine-cytoki
hsa0d0p  _Yokine-cytokine 435  295/8157 0.036370447 0.234134756 0.200994578  5008/3577/8794/1441 4

receptor interaction



hsa03320 PPAR signaling pathway 2/35 75/8157  0.04082652  0.236166806 0.202739006 51703/1622
hsa05152 Tuberculosis 3/35 180/8157 0.041271869 0.236166806 0.202739006 26253/2212/7099
hsa04146 Peroxisome 2/35 82/8157  0.047961985 0.260004446 0.223202591 51703/4598




