Table S3. Results of GO enrichment

ONTOLOGY ID Description GeneRatio BgRatio pvalue  p.adjust  qgvalue genelD Count
neutrophil CXCR1/FPR1/MNDA/LILRA2
GO:0002283 BP G0:0002283 activation 13/62 490/18866 5.44E-09 7.52E-06 5.74E-06 /PRAMI/SELL/PTAFR/CEAC 13
involved in AM3/FCGR2A/SLC11A1/FGR/
seutronhil CXCR1/FPR1/MNDA/PRAM1
GO:0043312 BP GO:0043312 lp . 12/62 487/18866 5.12E-08 3.54E-05 2.70E-05 /SELL/PTAFR/CEACAM3/FC 12
egranulation
& GR2A/SLC11A1/FGR/OLFM4/
GO:0001819 BP GO:0001819 Positiveregulaton . o) 447/18866 2.00E-07 9.23E-05 7.04E05 CO°M/NLRP1ZMNDA/LILRA =,
of cytokine 2/CLEC4E/PTAFR/SLC11A1/F
GO:0002703 BP GO.0002703  regulation of 8/62 211/18866 432E-07 124E-04 9.47E-05 CRVPRAMI/PTAFR/LYN/E o
leukocyte GR/SLAMF6/TLR4/RAC2
lation of
GO:0043300 BP GO:0043300  ‘eswationo 5/62 47/18866  4A49E07 124E-04 9.47E05 L RAMUPTAFR/LYN/FGR/RA —
leukocyte C2
lation of
GO:0045088 BP GO:0045088 ~ ‘eswationo 9/62 307/18866 6.78E-07 156E.04 1.195-04 VINDA/NCRI/LILRA2Z/CLECA
innate immune E/LYN/FGR/SLAMF6/FFAR2/
regulation of
PRAM1/PTAFR/LYN/FGR/RA
GO:0002886 BP GO:0002886 myeloid leukocyte ~ 5/62 58/18866  1.30E-06 2.58E-04 1.97E-04 / c 2/ /EGR/ 5
mediated
Hmmune fesPor;fe' FPR1/MNDA/LILRA2/PRAM
GO:0002429 BP GO:0002429 acf_fvatmg ce 10/62 481/18866 3.46E-06 5.32E-04 4.06E-04 1/CLECAE/LCP2/FCGR2A/LY 10
.SUI' a.ce receptor N/FGR/FFAR2
signaling pathway
immune response- FPR1/MNDA/LILRA2/PRAM
GO:0002757 BP GO:0002757  activating signal 10/62 481/18866 3.46E-06 5.32E-04 4.06E-04 1/CLECAE/LCP2/FCGR2A/LY 10
transduction N/FGR/FFAR2
GO:0050663 BP GO0:0050663 cytokine secretion  5/62 72/18866  3.84E-06 5.32E-04 4.06E-04 NLRP12/CLEC4E/LCP2LYN/ 5
GO:0031349 BP GO:0031349 Positiveregulation o ) 385/18866 436E-06 549E-04 4.19E-04 COoVYNLRP1IZZMNDA/LILRA =g
of defense 2/CLEC4E/LYN/SLAMF6/FFA
GO:0045089 BP GO:0045089 Positive reguladon ) 213/18866 6.15E-06 7.10E-04 5.42E-04 MIDA/LILRA2/CLECAE/LYN

of innate immune

/SLAMF6/FFAR2/TLR4
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purinergic

GO:0035590 BP GO:0035590 nucleotide 3/62 33/18866  1.72E-04 8.81F-03 672E-03  GPR171/PTAFR/P2RY13
receptor signaling
GO:1903305 BP GO:1903305  regulation of 5/62 162/18866 1.91E-04 9.46E-03 7.21E-.03 & RAMUPTAFRLYN/FGR/RA
regulated secretory C2
GO:0010543 BP GO.0010543  regulation of 3/62 36/18866  2.23E-04 1.07E-02 8.13E-03 LYN/PLEK/TLR4
platelet activation
GO:0045730 BP GO:0045730  respiratory burst 3/62 37/18866  2.42F-04 1.11E-02 8.49E-03 SLC11A1/NCF2/RAGC2
GO:0006909 BP GO:0006909  phagocytosis 7/62 380/18866 2.49E-04 1.11E-02 849E03 @ CORZA/SLCIIAVLYN/FGR/
NCF2/TLR4/RAC2
regulation of
GO:0032660 BP GO:0032660 interleukin-17 3/62 39/18866  2.84FE-04 122F-02 9.33E-03 OSM/SLAMF6/TLR4
production
regulation of
NLRP12/MNDA/LILRA2/TLR
GO:0032651 BP GO:0032651 interleukin-1beta  4/62 97/18866  2.91E-04 122E-02 9.33E-03 / . / /
production
GO:0034142 BP GO:003414p Ollikereceprord o ) 40/18866  3.06E-04 1.25E-02 9.51E-03 LILRA2/LYN/TLR4
signaling pathway
GO:0032620 BP GO0032620  mterleukin-17 3/62 44/18866  4.07E-04 153E-02 1.17E-02 OSM/SLAMF6/TLR4
production
GO:0033003 BP GO:0033003 Iegulationof mast 4 ) 44/18866  4.07E-04 153E-02 1.17E-02 LYN/FGR/RAC2
cell activation
GO:0032611 BP GO:0032617 nterleukin-lbeta 0 106/18866 4.09E-04 153E-02 1.17E-02 -RPI2/MNDA/LILRAZ/TLR
production 4
negative
GO:0034122 BP GO:0034122  regulation of toll- 3/62 45/18866  4.35E-04 1.56E-02 1.19E-02 LILRA2/LYN/TLR4
like receptor
GO:0001909 BP G0:0001909 leukocyte 4/62 108/18866 4.39E-04 156E-02 1.19E.02 NCRI/PRFI/SLAME7/SLAME
mediated 6
GO:0032652 BP GO:0032652 ,retguia“l‘(’? Of 4/62 111/18866 487E-04 1.67E-02 127E.02 NERP1Y/ MNDj/ LILRA2/TLR
1nterleukin-

GO:0043303 BP GO:0043303 mast cell 3/62 47/18866  4.94E-04 1.67E-02 1.27E-02 LYN/FGR/RAC2
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positive regulation

GO:1903793 BP GO:1903793 , 3/62 58/18866  9.17E-04 2.27E-02 1.73E-02 ACSL5/PTAFR/DBI
Of anion transport
GO:0045454 BP GO:0045454 cell redox 3/62 59/18866  9.64E-04 2.34E-02 1.79E-02  SLC11A1/NCF2/RAC2
GO:0030595 BP GO:0030595 leukocyte 5/62 232/18866 9.86E-04 2.35E-02 1.79E-02 CXCRI1/CSF3R/LYN/FFAR2/R
GO:0042267 BP GO:0042267  Patural dlfﬂtle; cell 36 61/18866  1.06E-03 2.49E-02 190E-02  NCRI1/SLAMF7/SLAMF6
meadilate
GO:0030888 BP GO:00308gg Tegulationof Beell g0 62/18866  1.11E-03 250E-02 1.91E-02 MNDA/LYN/TLR4
proliferation
positive regulation
GO:0032233 BP GO:0032233  of actin filament 3/62 62/18866  1.11E-03 250E-02 1.91E-02  GPR65/PLEK/ARHGEF10
bundle assembly
cellular divalent
CXCR1/FPR1/GPR65/SLC11A
GO:0072 BP GO:0072503 i ic cati 7/62 492/18866 1.12E-03 250E-02 1.91E-02
0072503 inorganic cat'10n / / /LYN/CCRL2/BNIP3
homeostasis
GO:0038093 BP GO:0038093 ¢ receptor 5/62 241/18866 1.17E-03 256E-02 1.96E-02 CLTCAE/LCPU/FCGRIALYN
signaling pathway FGR
GO:0038094 BP GO:0038094 Fe-gamma 4/62 142/18866 1.22E-03 2.60E-02 1.98E-02 CLEC4E/FCGR2A/LYN/FGR
receptor signaling
regulation of
GO:0010919 BP GO:0010919 inositol phosphate ~ 2/62 16/18866  1.24E-03 2.60E-02 1.98E-02 PTAFR/PLEK
biosynthetic
MHC class IT
GO:0045342 BP GO:0045342 ) , 2/62 16/18866  1.24E-03 2.60E-02 1.98E-02 SLC11A1/TLR4
biosynthetic
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gamma production
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