Table 1. Mapping of immunogenic sites within VP1 region of different virulence GII.4 strains in this study.
	Epitopes with mutations
	Mutation sites
	Mutation Effect a
	PolyPhen-2 Score a

	T cell restricted in immunodominant epitopes
	

	SPSQVTMFPHIIVDVRQL134-151
	V145I
	Benign
	0.356

	VRNNFYHYNQSNDST161-175
	S174P
	Benign
	0.010

	GRNTHNVHL410-418
	H414P
	Damaging
	0.699

	B cell restricted in immunodominant epitopes
	

	[bookmark: _Hlk116577790]GDVTHITGSRNYTMNLASQNWSNY288-311
	G295C
	Damaging
	0.972

	
	S309N
	Benign
	0.05

	Antibody epitopes
	

	Epitope D 393-395
	G393S
	Benign
	0.143

	Other single amino acid substitutions
	

	N/A
	V8A
	Damaging
	0.571

	
	N373H
	Benign
	0.237


CD4+ T restricted are in purple font, CD8+ T restricted are in blue font.
Protein site information is referenced to GII.4 Sydney 2012 VP1 (AFV08795).
a Results from PolyPhen-2. Score goes from 0 to 1. Greater score indicates higher probability to impair the protein function.


