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Supplementary Table 3 Information on proteins and crystals in molecular docking
	Protein name/Compound name
	PDB ID/Compound CID
	Citation

	ESR1
	1a52
	[1]

	GSK3B
	1h8f
	[2]

	NOS2
	1nsi
	[3]

	DPP4
	1nu6
	[4]

	ESR2
	1qkm
	[5]

	PGR
	1sqn
	[6]

	NR3C2
	2aax
	[7]

	CA2
	3dc3
	[8]

	NR3C1
	3e7c
	[9]

	PTGS2
	3hs5
	[10]

	ACHE
	3lii
	[11]

	CD40LG
	3lkj
	[12]

	ADRB2
	3ny8
	[13]

	HSP90AA1
	3o0i
	[14]

	PRSS1
	4wwy
	[15]

	OPRM1
	6dde
	[16]

	PPARG
	6tsg
	[17]

	SCN5A
	7dtc
	[17]

	PDE3A
	7l27
	[19]

	HTR2A
	7wc5
	[20]

	Quercetin
	5280343
	

	Kaempferol
	5280863
	

	Oleic acid
	445639
	

	Beta-sitosterol
	222284
	

	Luteolin
	5280445
	

	Stigmasterol
	5280794
	

	Tanshinone iia
	164676
	

	Aloe-emodin
	10207
	

	Cryptotanshinone
	160254
	

	Formononetin
	5280378
	

	(R)-Canadine
	443422
	

	1,2,5,6-tetrahydrotanshinone
	124416
	

	4-methylenemiltirone
	14609851
	

	Salviolone
	10355691
	

	3,9-di-O-methylnissolin
	15689655
	

	7-O-methylisomucronulatol
	15689652
	

	Methylenetanshinquinone
	105118
	

	2-isopropyl-8-methylphenanthrene-3,4-dione
	135872
	

	Epidanshenspiroketallactone
	102004791
	

	Isorhamnetin
	5281654
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