Supplementary material figure legends:
Table S1. Primer sequences used in our study.
Table S2. The list of 382 ferroptosis-related genes downloaded from FerrDb database.
Table S3. The list of 787 differentially expressed ferroptosis-related lncRNAs.
Figure S1. 50 prognostic ferroptosis-related lncRNAs identified by univariate Cox regression analysis.

