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Supplementary Figure 1 Enrichment analysis of the DEGs by risk score (RS) of prognostic models.


Supplementary Figure 2 Pan-cancer analysis for distribution of KL expression among 33 tumor tissues and their paired normal tissues.


Supplementary Figure 3 Prognostic analysis of KL gene in TCGA-LUAD stratified by age (A), sex (B), and pathological stage (C).


[bookmark: _Hlk115361059]Supplementary Figure 4 Enrichment analysis of differential genes in high- and low-KL groups.


Supplementary Figure 5 Methylation analysis of KL gene.


Supplementary Figure 6 Mutation analysis of KL using cBioPortal database in pan-cancer and LUAD.


Supplementary Figure 7 Association analysis of KL expression levels with m6A modifications in LUAD.


Supplementary Figure 8 The association between expression of KL and MCH molecules (A), chemokine receptors (B), chemokines (C), immunostimulatory factors (D) and immune checkpoint molecules (E) in pan-cancer.
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[bookmark: _Hlk110868848][bookmark: _Hlk110943816]Supplementary Figure 1 Enrichment analysis of the DEGs by risk score (RS) of prognostic models. According to the enrichment score by GSEA from the largest to the smallest, the first ten pathways (A) and the last ten pathways (B) were shown. 
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Supplementary Figure 2 Pan-cancer analysis for distribution of KL expression among 33 tumor tissues and their paired normal tissues. Abbreviations：ACC, Adrenocortical Cancer; BLCA, Bladder Cancer; BRCA, Breast Cancer; CESC, Cervical Cancer; CHOL, Bile Duct Cancer; COAD, Colon Cancer; DLBC, Large B-cell Lymphoma; ESCA, Esophageal Cancer; GBM, Glioblastoma; HNSC, Head and Neck Cancer; KICH, Kidney Chromophobe; KIRC, Kidney Clear Cell Carcinoma; KIRP, Kidney Papillary Cell Carcinoma; LAML, Acute Myeloid Leukemia; LGG, Lower Grade Glioma; LIHC, Liver Cancer; LUAD, Lung Adenocarcinoma; LUSC, Lung Squamous Cell Carcinoma; MESO, Mesothelioma; OV, Ovarian Cancer; PAAD, Pancreatic Cancer; PCPG, Pheochromocytoma & Paraganglioma; PRAD, Prostate Cancer; READ, Rectal Cancer; SARC, Sarcoma; SKCM, Melanoma; STAD, Stomach Cancer; TGCT, Testicular Cancer; THCA, Thyroid Cancer; THYM, Thymoma; UCEC, Endometrioid Cancer; UCS, Uterine Carcinosarcoma; UVM, Ocular melanomas.
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Supplementary Figure 3 Prognostic analysis of KL gene in TCGA-LUAD stratified by age (A), sex (B), and pathological stage (C).
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Supplementary Figure 4 DEGs between high- and low-KL groups (A) and enrichment analysis by on gene ontology (GO) terms (B) and Kyoto Encyclopedia of genes Number of Genomes (KEGG) pathway (C) in TCGA-LUAD. 
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Supplementary Figure 5 Methylation analysis of KL gene. The correlation between mean methylation level (A), each CpG site (B) of KL and its expression level. (C) The distribution of methylation level by each CpG site in the high- and low-KL subgroups. (D) A forest plot elucidating the association of CpG sites with LUAD OS. 



[image: ]
[bookmark: _Hlk115360407]Supplementary Figure 6 Mutation analysis of KL using cBioPortal database in pan-cancer and LUAD. 
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[bookmark: _Hlk115360446]Supplementary Figure 7 Association analysis of KL expression levels with m6A modifications in LUAD. (A)The correlation between m6A related genes and KL expression level. (B) The expression distribution of m6A related genes in high- and low-KL subgroups. (C) A forest plot describing the association of m6A related genes with OS. 
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Supplementary Figure 8 The association between KL and MCH molecules (A), chemokine receptors (B), chemokines (C), immunostimulatory factors (D) and immune checkpoint molecules (E) in pan-cancer. Abbreviations：ACC, Adrenocortical Cancer; BLCA, Bladder Cancer; BRCA, Breast Cancer; CESC, Cervical Cancer; CHOL, Bile Duct Cancer; COAD, Colon Cancer; DLBC, Large B-cell Lymphoma; ESCA, Esophageal Cancer; GBM, Glioblastoma; HNSC, Head and Neck Cancer; KICH, Kidney Chromophobe; KIRC, Kidney Clear Cell Carcinoma; KIRP, Kidney Papillary Cell Carcinoma; LAML, Acute Myeloid Leukemia; LGG, Lower Grade Glioma; LIHC, Liver Cancer; LUAD, Lung Adenocarcinoma; LUSC, Lung Squamous Cell Carcinoma; MESO, Mesothelioma; OV, Ovarian Cancer; PAAD, Pancreatic Cancer; PCPG, Pheochromocytoma & Paraganglioma; PRAD, Prostate Cancer; READ, Rectal Cancer; SARC, Sarcoma; SKCM, Melanoma; STAD, Stomach Cancer; TGCT, Testicular Cancer; THCA, Thyroid Cancer; THYM, Thymoma; UCEC, Endometrioid Cancer; UCS, Uterine Carcinosarcoma; UVM, Ocular melanomas.
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The forest plot of Univariate Cox regression
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